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COVseq workflow
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FAIR principles in COVseq

- Findable
- Accessible
- Interoperable
- Reusable
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- 691 bam files from 274 
samples

- Sequencing related metadata
- Sample related metadata
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- All code available on github with a 
release on zenodo

- Readme file including extra 
information with how to run the 
preprocessing and analyses
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