SciLifeLab

Improved understanding of drug
mechanism-of-action by establishing a nation-wide
service of morphological profiling
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Untargeted morphological profiling
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Healthy and High-throughput
diseased patient staining and imaging:
cell lines e.g. Cell Painting assay
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Cell Painting

The technique includes
a cocktail of fluorescent
reagents to stain 8
different organelles
(nucleus, nucleoli,
cytoplasmic RNA,
f-actin cytoskeleton,
Golgi, ER,
mitochondria and
plasma membrane.
High content imaging
and image analysis are
used to extract cellular
features, which are
then used for
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