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DDLS Steering group meeting no. 6

Date: Sept 1, 2021
Time: 13:00 - 16:00
Location: zoom (https:/ /uu-se.zoom.us/j/2128041769) — Passcode: 147721

Attending members:

Oliver Billker (Umea University, MIMS director)

Niklas Blomberg (ELIXIR director)

Matts Karlsson (Link6ping University, NSC super-computer and HPC resources director, §2 - §12)
Erik Kristiansson (Chalmers/ Géteborg University)

Erik Lindahl (Stockholm University)

Emma Lundberg (KTH, Royal Institute of technology, §1 - §8)

Fredrik Ronquist (NRM, Museum of Natural History)

Gunilla Westergren-Thorsson (Lund University/WCMM. National ScilLifeLab Committee chair)

Other participants:

Olli Kallioniemi (Director ScilLifeLab, Director of the DDLS research program), Chair of the meeting
Siv Andersson (independent KAW observer)

Jenny Alfredsson (Acting Head of Operations Office ScilLifeLab)

Johan Rung (Head of SciLifeLab Data Centre)

Heidi Té6rménen Persson (DDLS coordinator, Operations Office ScilifeLab)

Titti Ekegren (Coordinator DDLS steering group, Operations Office ScilifeLab)

Ulrika Wallenquist (Coordinator DDLS-WASP interaction, Operations Office ScilifeLab)
Bjérn Nystedt, WABI (§2)

Gunnar von Heijne, WABI (§2)

Bengt Persson, WABI (§2)

Jessica Lindvall (§3)

Members not attending:

Janne Lehti6 (Karolinska Institute)

Carolina Wéhlby (Uppsala University)

Next meeting: 13 Oct., 3 Nov., 1 Dec., 20 Dec. 2021
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Agenda 2021-09-01

All documents including presentations from the meeting can be found on NextCloud:
https://nextcloud.dckube.scilifelab.se/s/csoXrRFDFN6RRZK

1 Meeting formalities Presenter:
Olli Kallioniemi

Erik Lindahl was chosen to attend the minutes.
Appendix:

The DDLS Steering group approved the previous minutes. 1. Previous
minutes 21-06-02

Update from the Director
(See presentation: “DDLS Steering group slides”, page 4-19 for details)

AlphaFold 2 was presented as an example of advances in the DDLS area. This
is a highly accurate Open Source Al technology for Protein Structure Prediction,
that is now available through the open acess database AlphaFold DB.

The published report by Tobias Krantz “organization, styrning och finansiering
av forskarinfrastruktur” suggests changes for the future infrastructure and
especially e-infrastructure. In view of the changes likely to take place in e-
infrastructures, it is important that the national DDLS program, and the
ScilLifeLab-associated platform NBIS and the WABI project work together to
formulate opinions and promote joint capabilities.

DDLS Fellows recruitments:

» What if a university does not get stellar candidates or if selected

candidates decide to go elsewhere?
» Choose the next ones on the list... OR
* A recruitment round 1.5 (Jan 2022 — Mar 2022)

» Continued dialogue with DDLS steering group is essential

* On the other hand: long delays with recruitments and thus the start of
DDLS is not recommended because we need to get DDLS going
nationally

» Need to proactively consider Diversity-Equality-Inclusion, particularly at
the ScilifeLab board level when potentially approving 20 DDLS fellows all
at once.

* Need to emphasize that there also is a national mission for the DDLS
fellows, engagement and commitment needed (10% for national training
and networking activities + research school?). This might be stated in the
financial guidelines.

Events and upcoming meetings 2021:
» 8 Sept - digital meeting - DDLS National reference group
* 10 Sept - digital meeting: DDLS Coordinator/admin- networking meeting

» 14 Sept - digital meeting — Presenting the DDLS Strategy and dialogue
with stakeholders

Next meeting: 13 Oct., 3 Nov., 1 Dec., 20 Dec. 2021
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* 22 Oct - digital IAB meeting
» Oct/Nov/Dec - Mini-symposia x 4, (one for each research area)
* 22 Nov SAVE THE DATE! - Annual full-day DDLS-conference.

DDLS annual conference Nov. 22, 2021
* Public event, open to all
» International inspirational speakers
» Success stories from similar initiatives (Broad, EMBL, VIB, etc.)
* How to put the man on the moon — aim for the stars.
* Examples...
* Inform and discussion and feedback from the broad community
* Academia
* Industry, health care, others?
Please suggest content & International speakers!
events@scilifelab.se

IAB-visit, October 20-22 — Digital meeting.

DDLS will be discussed on Friday 22 Oct and the steering group is welcome to
join this session which takes place between 12:30 — 14:45. There will be a short
introduction about the DDLS program and then highlights of the data plan and
of Research areas. RA-leads are asked to shortly present their RA-areas. After
that discussion will follow (Overall this will include 60 min presentations + 60
min discussion).

Other issues:

e Heidi Howard has been appointed for a 1-year assignment to map ELSI
matters and prepare a report about challenges and solutions for
SciLifeLab

e Reimbursement for special time-consuming tasks for the DDLS
steering group has been considered and a policy to do this will be
prepared.

o A first contact with the WASP-HS program director and staff has been
made and collaborations, mutual topics of interest and the possibility of
a joint call was discussed. Erik K has arranged a second meeting for
continued discussions. WASP-HS will also be invited to a DDLS
steering group meeting to present their plans and on-going projects.

Following up discussions with WABI

The presentation can be found on Nextcloud:
https://nextcloud.dckube.scilifelab.se/s/BKadHSpmLrk2Hta

Discussion:

- what will the role of WABI be in 5 years from now in the light of new DDLS
Fellows who will bring new data, knowledge and skills and the whole area is
potentially dramatically changing as a result of DDLS?

- Given that WABI and NBIS are more established and well accepted and highly

Next meeting: 13 Oct., 3 Nov., 1 Dec., 20 Dec. 2021

Presenter:

Bjérn Nystedt
Bengt Persson
Gunnar von Heijne
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rated, is it necessary any more to retain the current strict policy preventing
WABI staff from doing research and researchers participating in WABI projects?
- DDLS SG would like to see that future fellows and other scientists could
engage in WABI projects and also that these people could help to create
expertise and critical mass to keep the knowledge at the cutting edge.

- How can WABI support match the needs of the four Research areas of
DDLS?

- Can we create an entirely new service concept under the DDLS umbrella with
WABI/NBIS? Such as the data-driven structural biology. Al-driven high-end
studies of existing data sets (i.e. data-driven studies)

- It is desirable that the DDLS support is structured as new services co-branded
with DDLS, but also performed in collaboration

- How can WABI services link up with the idea that DDLS would create four
dedicated National Data offices at different locations of DDLS units? These
could be built integrally with WABI and NBIS nodes.

The Steering group will need to continue discussions about WABI collaboration
and we would like to solicit NBIS/WABI responses to these points before going
ahead with the recruitment plans.

DDLS training initiatives and plans Presenter:
Jessica Lindvall

The presentation can be found on Nextcloud:
https://nextcloud.dckube. scilifelab.se/s/BKadHSpmL rk2Hta

Presentation of the plans for the DDLS education and training, which also
include a part creating a ScilifeLab national training hub. An inventory and gap
analysis is on-going, as well as discussions internally at ScilLifeLab with
infrastructure, Research and DDLS pillars.

Jessica wants to establish a reference group with representatives from all these
pillars and across ScilifeLab sites.

AIM:

* Course catalogue with data life cycle, data science, advanced strategic
research area topics

* Research school (2024/2025) — core courses + advanced courses in the four
strategic areas

» Benchmark and connect to similar initiatives eg. EMBL Training, SFl Research
Training Ireland, Digitalt Liv Norway (exchange of courses, networking
possibilities)

* Include ELSI (ELSA) ASPECTS in trainings, workshops, seminar series

Important that all partners involved in DDLS knows that they are also part of the
DDLS training, this is especially important for newly recruited DDLS Fellows.

How can we coordinate and deliver courses that match all target groups? To
use already existing national training and resources and bring in the DDLS

Next meeting: 13 Oct., 3 Nov., 1 Dec., 20 Dec. 2021
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aspect as a fast-track to get visibility in the community and get DDLS training
started.

Data Policy information and discussion Presenter:

Johan Rung
A draft data policy document was presented. The steering group was in general
positive to the structure, scope and overall content of the draft, but suggested it
could be further shortened and sharpened.

The data policy document should be a short accessible document to establish
commitments from SciLifeLab/DDLS and expectations from affiliated
researchers and service units. The policy must link to the DDLS program
mission and strive for high international impact. The default must be open
science and datasets openly available, in accordance with the FAIR principles.

The data policy should also specify that financial contributions in calls and
conditions for funding will depend on adherence to the data policy. The policy
draft will be circulated in the steering group and also discussed with the
SciLifeLab infrastructure community.

Update about the DDLS-WASP joint call Presenter:

Erik Kristiansson

At deadline 72 applications had been submitted. Evaluators will now be
engaged based on the research areas of the applications. It is very important to
make evaluators aware of the DDLS elements of this call. The plan is to have
taken decisions by mid-October to send to the ScilifeLab board for approval.
An extra board meeting might be needed for the final decisions of the DDLS —
WASP joint call.

Information about guideline documents for financial processes Presenter:
Jenny Alfredsson

Presentation of the Financial controlling tools & methods developed for the
DDLS program. The Guideline document describing funding conditions,
budgeting, reporting and reimbursement processes at a detailed level was
discussed.

The guideline should include that partners are expected to comply to the data
policy, networking and training initiatives. To assure that the guidelines are
implemented by each partner we suggest that each partner appoints a financial
coordinator to be in direct contact with the DDLS support team at Operations
office.

Planned activities for budget 2022

Planned budget items for each operational area for 2022 were presented and
discussed.

Next meeting: 13 Oct., 3 Nov., 1 Dec., 20 Dec. 2021
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Some comments and suggestions from the Steering group:

e Budget for one 1-day event per semester for the DDLS fellows (starting
2023) would stimulate the networking

e DDLS-WASP budget
o A new tailored call based on outcome from the call just finished?
o More top-down initiatives for future collaborations?
o Showcase DDLS projects from DDLS-WASP funds?
o A biannual DDLS-WASP conference to promote the network
e Start discussions about collaborations with WASP-HS

Data management Presenter:
Johan Rung
Budget for 2022/23 was discussed, in particular regarding two issues with major
budget impact; Strategy for securing e-infrastructure resources, given the recent
news about the future of SNIC and the Kranz investigation
The balance between building the technical data platform and supporting
Pl-led projects developing content for it, such as study specific databases
and web services, etc
To secure accessibility to resources and user support, DDLS data working group
suggests to:
e Form direct alliances with main e-infrastructure centers,
e Formalize collaborations with other KAW resources for data/IT, in
particular Berzelius
o Use external calls to interact with external projects, as already planned,
but use the data platform primarily to enable development of scientific
software, databases and data resources, rather than steer major funding
into the typical PI-driven projects.
e In particular, drive early technology development through collaborative
pathfinder projects

Pros and cons were discussed regarding the process of establishing data domain
area nodes hosted at partner universities. These will be important in establishing
the DDLS data platform as a national resource with close involvement of the
research environments of the four scientific domains. The nodes would
coordinate domain specific data issues with all other partner universities and fully
function integrated in the DDLS data platform led projects. On one hand, it is
important to rapidly establish a functioning platform with concrete services and
content and engage with partner universities with the data platform. On the other
hand, the assignment of such nodes before Fellows are in place may be
premature, and could be negative towards the community building.

It was suggested that any formed nodes should be evaluated at the end of Phase
1 of the program and may be reassigned. It was also suggested a call to collect
expression of interest to define the partners’ engagement could be done, and
that the Data Strategy WG will draft such a call before the next meeting.

Next meeting: 13 Oct., 3 Nov., 1 Dec., 20 Dec. 2021
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Research area specific mini-symposia

RA-specific mini-symposia will be arranged in Nov-Dec by committees including
younger early career researchers. The time-line for the mini symposia is:

1.
2.
3.

4.
5.

Nomination of four Scientific Committees (SC) (ongoing)
Meeting with all the members of the four SC and RA leads (end of sept)

Internal work SC (set dates, speakers, program), touch base with RA
leads (oct)

Announcement and registration
Event (Nov-Dec)

7(3)
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Presenter:
RA-leads

10

Research area experts

Role of a DDLS research area specific expert group

advise on research area specific strategies and research profiles for the
scientific programs of the DDLS

suggest and co-organize activities and community events around the
research area topics

take part in evaluations by providing advice on the design of calls and
the evaluation process.

Advice and support the DDLS fellows, post docs and PhDs within the
area, as well as acting as a research area specific national reference
group for data services and support, training and research school.
Engage the national DDLS community within each RA.

Term of office - two years (Jan 2022- Dec 2023) and level of engagement
needed is expected to be around 10%. The expert group will comprise of 4-6
members and be led by a chair with the coordinating role.

Profile of RA expert group members:

a senior expert in the DDLS field of interest,

cover many aspects of the research area and be an internationally
leading scientist in the field.

can be from one of the partner organizations or from the Swedish life
science community at large (industry, healthcare, etc).

A broad international network and connections to similar initiatives is
highly desirable.

Time-line and Process for appointment of RA expert group:

Presenter:
Oliver Billker

Next meeting: 13 Oct., 3 Nov., 1 Dec., 20 Dec. 2021
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Sept 1 DDLS steering group define role and profile of RA
expert group and approval of nomination process

Sept 8 Open nomination (published on ddIs web, SciLifeLab
newsletter, info mail to partner organizations via DDLS
reference group)

Sept 8 Inform at DDLS national reference group meeting

Sept 14 Inform all DDLS stakeholders at the open Strategy
discussion event - The future of life science is data-driven —
DDLS update and strategy

Sept 23 Inform ScilLifeLab Board about the process

Sept 29 Close nomination procedure
RA leads review nominations

Oct 6 Proposal of candidates for RA expert groups sent to DDLS
steering group

Oct 13 Decision on members for RA expert groups by the DDLS
steering group

Nov 11 Inform SciLifeLab Board about decision on members of the

RA expert groups

Important to consider the Diversity-Equality-Inclusion in the RA-expert group and
to include members from different partners of the DDLS program.
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11

Implementering av DDLS kompetens i grundutbildning

The letter from ScilLifeLab board, sent Aug. 26 can be found here:
https://nextcloud.dckube.scilifelab.se/s/6nwaR6wNdZJjdqr

Presenter:
Olli Kallioniemi

12

Other issues
No further issues.

The chairman thanked all participants for a nice meeting!

Presenter:
Olli Kallioniemi

(vz= Va4

Olli Kallioniemi, chair of the meeting

Next meeting: 13 Oct., 3 Nov., 1 Dec., 20 Dec. 2021

Erik Lindahl, Attending minutes







Proposal of reimbursement for DDLS steering group special assignments

Background

Launching the DDLS program in 2021 has been quite engaging for the DDLS steering group,
for example via the formation of several working groups (WGs) where many SG members
are active. The time they spend on DDLS tasks is close to the 20% estimate defined as their
expected responsibility and mandate in the “SciLifeLab & Wallenberg National Program for
Data-Driven Life Science (DDLS), Steering and organization” document approved by the
SciLifeLab Board on Feb 3, 2021 (excerpt in appendix A).

Additional tasks on top of the regular DDLS SG and WG are sometimes needed, and
sometimes the different tasks will require a lot of effort. For the quality of the program as a
whole, it is important that SG members are able to take on such additional special
assignments. Currently, this is difficult due to the already heavy workload. Thus, we need to
develop a model for reimbursing DDLS SG members for such special assignments,
depending on the effort and responsibility of a particular special assignment.

Definition of special assignments

A special assignment for the DDLS program is a task that falls outside of the expected task
for the SG members defined in “SciLifeLab & Wallenberg National Program for Data-Driven
Life Science (DDLS), Steering and organization” document (Appendix A). A special
assignment may involve, for example, acting as a coordinator/ chair of a specific working
group, expert group, evaluation committee or similar assignment which requires both an
extra responsibility and an extra effort over the expected 20% DDLS SG assignment.
Therefore, acting as a regular member in one or several working groups is not considered a
special assignment.

DDLS is funded by a donation from KAW, and all costs within the program will be reimbursed
via requisition to KAW (via SciLifeLab/KTH). Therefore, all fixed sum compensations for
special assignments, according to the proposed model, will only be reimbursed once an
invoice has been submitted from the SG member’s host department at the DDLS partner
organization. The payment process will be reinforced with a directors decision for the special
assignment.

Proposal

We propose to enable SG members to take on special assignments and responsibilities and
reimburse them with a fixed sum for the assignment based on estimated effort for the specific
task.

The approval to receive compensation for the special assignment is done via a SciLifeLab
Directors decision.

The level of the reimbursement is a fixed sum, based on effort, according to the model for
fixed sums for SciLifeLab assignments approved by the SciLifeLab Board.





Appendix A

Excerpt from SciLifeLab Board approved (Feb 3, 2021) “SciLifeLab & Wallenberg
National Program for Data-Driven Life Science (DDLS), Steering and organization”
document

DDLS steering group

The function of the DDLS steering group is to play an active role in operating the DDLS program both
in preparing and executing decisions by the SciLifeLab Board.

The Steering group is responsible for working with the director to: 1) manage the program under the
conditions defined in the donation letter from the Knut and Alice Wallenberg Foundation as well as
from decisions taken by the SciLifeLab Board, 2) develop DDLS program strategy and plans for the
board to approve, 3) monitor the progress of the program, including the launch of advisory boards and
evaluations, 4) launch and steer working groups, 5) interact with the reference group to execute
national activities, such as PI recruitments and joint activities, 5) create a budget for the board to
approve. See more detailed description below.

The Program Director is acting as the Chair for the DDLS steering group, and has a mandate period of
three years. Program Director’s role is separate from that of the SciLifeLab Director.

The DDLS steering group members are expected to take an active role in establishing, managing and
maintaining DDLS as a truly national program at the highest international and scientific level. The term
of office for the steering group members is three years. The assignment is estimated to take up on
average 20% (one day per week) in the beginning, while over the years this effort is likely to be less
intensive.

Members of the DDLS steering group are not there to represent the interests of their own host
organizations but to work with a national mission. The overall role of the DDLS Steering group is to be
instrumental in planning and coordinating the DDLS program and to guide the program to reach the
goals set in the KAW donation letter.

Conflicts of interest will be handled according to traditional academic ways by recusing conflicted
members from a specific call, meeting or decision. The DDLS steering group is not a decision body
(SciLifeLab board is), and hence the DDLS steering group member is not directly engaged in taking
decisions.

Responsibility and mandates of the steering group (more detailed)

» Manage the program including operational planning, execute and follow-up on activities as
well as to evaluate activities run within the program.

* Manage the funds from the Knut and Alice Wallenberg Foundation in Data-driven Life Science
according to the conditions defined in the donation letter.

»  Prepare the overall budget for each phase and annual budgets for decisions by the ScilLifeLab
board according to the conditions defined in the donation letter from the Knut and Alice
Wallenberg Foundation.

«  Appoint members and define the tasks for the working groups for recruitments, data support,
research school and other tasks required.

«  Work with the DDLS national reference group and all stakeholders to define the profile of
each of the DDLS Fellows positions as well as coordinate recruitment processes across the
country.

Ensure that recruitments of DDLS fellows are carried out according to the special conditions





for funding.

Suggest to the ScilLifeLab board on funding allocation to data support, databases and other
special funding allocations.

Suggest to the ScilifeLab board on calls and funding allocations to the research school,
postdoc program, WASP and industrial collaborations.

Oversee the allocated funding to WABI as defined in the donation letter from the Knut and
Alice Wallenberg Foundation.

Allocate funding to support functions, such as coordination and management (financial and
programs) and ensure there are adequate resources for managing the program in a
professional and responsible manner.

Perform program analysis and report achievements to SciLifeLab Board, advisory boards,
funders and other stakeholders.

Prepare reports and applications in data-driven life science to the Knut and Alice Wallenberg
Foundation upon request.





		DDLS steering group
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DDLS budget 2022

Presented by

Jenny Alfredsson

Background

The DDLS program is regulated by the KAW donation letter (KAW 2020.0239), and
the SciLifeLab Board needs to approve the DDLS budget each year. The budget
process requires interaction between the DDLS steering group, the working groups
and the DDLS Operations Office.

At the Board meeting no. 49 on 3 Feb 2021, a tentative three-year budget for the
entire phase lof the DDLS program (2021-2023) (Table A) was shown and agreed
upon, and subsequently approved by the KAW. The detailed budget for the year 2021
was then approved by the Board on May 19 and by the KAW on Sept 13 (Table A
column ‘Approved 2021°).

For the DDLS program phase 1 there is an allocated sum, specified in the donation
letter, for the entire 3-year period. This sum can be budgeted for either of the year of
the phase, but the total amount requisitioned from KAW must not exceed that sum for
the 3-year period (Table A).

The Phasel DDLS budget is divided into five parts/operational areas (listed below),
each having a working group (WG) that is responsible for planning activities and
budgeting costs for that part of the budget.

Recruitments 2022

Data support and databases

Interaction with WASP

Advanced bioinformatics (WABI) including Cryo-EM
Program coordination, networking and research school

Nk WD =

If the actual costs for 2021 for any of the five parts/operational areas is less than in the
tentative budget that amount can be carried over to 2022 and 2023 as long as the total
amount requisitioned from KAW does not exceed that sum for the 3-year period for
each area.
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Detailed DDLS Budget 2022

The task for this DDLS steering group meeting is to discuss the detailed DDLS
program budget for 2022 (Table B) and approve for it to be sent to the SciLifeLab
Board for approval. After approval by the SciLifeLab Board it will be sent to KAW
for final approval.

The DDLS Steering Group approved the plans and activities for 2022 at their Steering
Group meeting on 1 September, and the SciLifeLL.ab Board at their meeting on
September 22. The WGs and coordinators have since finalized the costs specified for
the 2022 DDLS budget (Table B).

Selected comments on budget posts for each operational area

1. Recruitments 2022
Assumptions for each partner and Fellow package:
e Fellow I start: 1 June — 7 months
e Postdoc 1 start: 1 September — 4 months
e PhD student 1 start: 1 September — 4 months
e Post doc 2 start: 1 December — 1 month
e PhD student 2 start: 1 December — 1 month

2. Data support and databases
e Mostly costs for personnel, running costs and services, investments

3. Interaction with WASP
e Funding joint call (WASP) and new call (WASP-HS, start Q3) and networking
activities (WASP and WASP-HS)

4. Advanced bioinformatics (WABI) including Cryo-EM
e Costs for personnel at national sites

5. Program coordination, networking and research school
Includes costs for:
e All coordination costs related to the DDLS support (OO personnel)
e Management of the program, special assignments, and building up the training
platform and the base for the research school
e Communications

Table A contains several columns covering an overview of the first 3-years of the
DDLS program for all the operational areas apart from recruitments that show the
entire 5-years. The column ‘Approved 2021’ is the approved detailed budget for 2021,
the column ‘TB approved 2022’ is the proposed budget for 2022 detailed in Appendix
B, the column ‘Budgeted KAW funding left to be used within Phase 1 from 2021 &
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2022’ is the balance left to be used within PHASE 1, and the column ‘Tentative 2023’
shows the tentative plans for 2023.

Table B contains the detailed DDLS budget for 2022 that will be discussed.
Information about the planned activities for 2022 are listed in short in the background
section above and in the ‘comments’ column.

Appendices

a) Table A: SciLifeLab/DDLS Budget Phase 1 (2021 —2023)
SciLifeLab/DDLS tentative 3-year budget for phase 1 with detailed budget for
2022

b) Table B: SciLifeLab/DDLS 2022 Budget
SciLifeLab/DDLS 2022 detailed budget
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TABLE A: ScilifeLab DDLS Budget Phase 1 (2021-2023)

ONLY FOR RECRUITMENTS

Budgeted
Approved |TB Approved KA\:\;f::::;ileft Tentative | Tentative Tentative Tentative Total
2021 2022 . 2023 2024 2025 2026
within Phase 1
from 2021 & 2022

1 |Recruitments 2021-2026 0 28,4 39,6 68 68 68 68 340
Cell and Molecular Biology 0 7,1 9,9 17 17 17 17 85
Evolution and Biodiversity 0 4,3 5,9 10,2 10,2 10,2 10,2 51
Precision medicine and diagnostics 0 10,0 13,8 23,8 23,8 23,8 23,8 119
Epidemiology and infection biology 0 7,1 9,9 17 17 17 17 85
2 |Data support and databases 13,7 65,9 10 50 140
Personnel costs, central data support hub 3,6 15,1 0,7 10,7 30,0
Personnel costs, distributed data support nodes 1,6 12,7 3,0 10,7 28,0
Running costs 5,5 15,8 2,7 14,0 38,0
Externally developed services 2,0 5,0 4,0 5,0 16,0
Depreciation 1,0 15,0 2,0 10,0 28,0
Training 0,0 1,2 -1,2 0,0 0,0
Community projects 0,0 1,2 -1,2 0,0 0,0
3 |Interactions with WASP 0,5 11,8 12,7 25 50
WASP-ScilifeLab Joint post doc positions 0 8,3 7,7 16 32,0
WASP- HS interactions 0 1,8 0,2 3 5,0
Networking 0,5 1,8 4,7 6 13,0
4 |Advanced bioinformatics support (WABI) including Cryo-EM 0 10,0 0,0 10 20
Bioinformaticians 0 10,0 0,0 10 20,0
5 |Program coordination, networking and research school 7,2 10,4 0,7 11,8 30
Program coordination and administration 4,3 6,2 -4,5 3,0 9,0
Networking activities 0,7 1,0 2,3 3,0 7,0
DDLS training and research school 0,1 0,6 1,3 2,0 4,0
Management,strategy and planning 1,1 1,8 1,3 2,5 6,8
Advertisement and promotions 0,9 0,8 0,2 1,0 3,0
Program evaluation and development 0,0 0,0 0,0 0,3 0,3
Sum 21 127 63 165 68 68 68 580

Phase 1 DDLS expected costs (2021-2023) 376 MSEK

Phase 1 DDLS expected fellow recruitment costs (2024-2026) 204 MSEK

Total Phase 1 KAW Funding 580 MSEK







TABLE B: ScilifeLab/DDLS 2022 budget
MSEK

No

Total

Co-funding

KAW Funding

Tentative budget

Recruitments 2022

31,3

29

28,4

68,0

Cell and Molecular Biology

83

1,2

71

17,0

University (no of packages): KTH (1), SU(2), LiU (1), CTH (1). Annual
budget is calculated for each recruitment package with the FTE
rates: 0,58 FTE Fellow; 0,33 FTE Postdoc1; 0,33 FTE Doktorand1;
0,08 FTE Postdoc2; 0,08 FTE Doktorand2 . Recruitments initiated
in 2021 and costs start to accumulate in 2022.

Evolution and Biodiversity

4,5

0,2

4,3

10,2

University (no of packages): UU (1), SLU (1), NRM (1). Annual
budget is calculated for each recruitment package with the FTE
rates: 0,58 FTE Fellow; 0,33 FTE Postdoc1; 0,33 FTE Doktorand1;
0,08 FTE Postdoc2; 0,08 FTE Doktorand2 . Recruitments initiated
in 2021 and costs start to accumulate in 2022.

Precision medicine and diagnostics

11,0

1,0

10,0

00

23,

University (no of packages): KTH (1), KI (1), LiU (1), GU (1), CTH (1),
LU (1), UmU (1) . Annual budget is calculated for each recruitment
package with the FTE rates: 0,58 FTE Fellow; 0,33 FTE Postdoc1;
0,33 FTE Doktorand1; 0,08 FTE Postdoc2; 0,08 FTE Doktorand2 .
Recruitments initiated in 2021 and costs start to accumulate in
2022.

Epidemiology and infection biology

7,6

0,5

7,1

o

17,

University (no of packages): KI (1), UU(1), GU (1), LU (1), UmU (1).
Annual budget is calculated for each recruitment package with the
FTE rates: 0,58 FTE Fellow; 0,33 FTE Postdoc1; 0,33 FTE
Doktorand1; 0,08 FTE Postdoc2; 0,08 FTE Doktorand2 .
Recruitments initiated in 2021 and costs start to accumulate in
2022.

Data support and databases

67,4

1,4

65,9

50,0

Personnel costs, central data support hub

15,7

0,7

15,1

10,5

14 FTE. Central hub operation at Uppsala/Stockholm. Operation of
national DDLS data portal. Central hardware admin, databases and
software services, and national coordination. (Manager, data engineers,
data coordinators, system developers, project leader)

Personnel costs, data area network

13,5

0,8

12,7

10,5

12 FTE. Operation of local data support nodes at partner universities,
supporting local groups and locally developed data services, and link to
hub. (Bioinfori data c i or devels , d ding on
profile of node)

Running costs

15,8

0,0

15,8

14,0

Running costs for hardware, such as electricity and cooling.External
services that are not licenses or consultants, such as service contracts.
Software, local or cloud based, part of the data platform. Costs related to
the technical operation of services. IT engineers with special skills for
short term projects

Externally developed services

5,0

0,0

5,0

o

5,

Support (staff salaries or running costs) for data platform collaborative
projects for technology development

Depreciation

15,0

0,0

15,0

10,0

Investments for core e-infrastructure (compute, storage, network)

Training

12

0,0

12

0,0

Workshops and courses for technical staff associated with data platform

Community projects

12

0,0

12

0,0

Support (staff salaries or running costs) for data platform participation in
DDLS related ity projects

Interactions with WASP

14,9

3,0

11,8

23,0

WASP-DDLS Joint Research Projects

10,5

21

83

16,0

No of two-years long DDLS /WASP joint projects (10), university unkown.
Budget is calculated for each joint project with 0,83 FTE for 2022.
Recruitments initiated in 2021 and costs start to accumulate in 2022.

WASP-HS interactions

22

0,4

18

o

2,

No of two-years long WASP-HS/DDLS joint projects (2), one-year long
project (1). University unkown. Budget is calculated for each joint project
with 0,58 FTE for 2022.

Networking

22

0,4

18

5,0

Kick-off in spring with Pl and post-docs with WASP. Planning networking
and conference/meeting with WASP-HS

Ad T hininf

'matics support (WABI) including Cryo-EM

12,5

2,5

10,0

10,0

Bioinformaticians

12,5

2,5

10,0

10,0

1,74 FTE Cryo-EM structural biology, no of nodes SU(2); 2,74 FTE
precision medicine and diagnostics no of nodes CHT (1), SU(1), LU(1);
1,87 FTE cell and molecular biology, no of nodes SU(1), CHT(1); 3,74 FTE
epidemiology and infection biology, no of nodes CHT(1), LU(1), UU(2)






Program coordination, networking and research school

10,5

0,2

10,4

11,5

Program coordination and administration

6,3

6,2

3

k=)

Salary and Running costs: 1 FTE controller; 0,5 FTE communications; 1,9
FTE coordinators; 0,4 FTE events-support; 0,2 management. 75% effort
research school and training (25% training lead and 50% coordinator)

Networking activities

1,1

1,0

o

3,

On site annual conference. 8 RA mini symposias (4 on site and 4 digital).
DDLS fellows retreat fall 2022. Hearings (policy actions, industry
collaboration). Travel and hotel in Europé.

DDLS training and research school

0,6

0,0

0,6

o

2)

Data driven courses, planning for 2-3 courses in 2022 (1 week courses).
Partner organization research school development workshop.
Community building and knowledge exchange. Travel and hotel.

Management, startegy and planning

1,8

0,0

1,8

2,5

20% effort for director and 20% effort for co-director. 2 on site full day
meetings for DDLS SG. 25% effort for Ethical, Legal and Social Aspects
(ELSI) assignment (Total 50% effort, 25% of national funding invoice to
KTH). 5% effort for chair/coordination per RA.

Advertisement and promotions

0,8

0,0

0,8

1

I=)

Advertisements for DDLS fellow recruitments, phD and postdoc
positions. Content films/written material. Develop autoposts function
connect ScilifeLab website with Science carrier pages.

TOTAL

136,6

10,0

126,6

162,5







Call for a Joint Expression of Interest to host DDLS Data Area Nodes and DDLS WABI
staff

DDLS Steering group meeting 2021-10-13
Background:

In the data support part of the DDLS program, a data platform will be launched. This platform
provides a technical environment for data-driven life science, with tools, systems, databases,
support functions and other components linking data, users and e-infrastructures. The platform
consists of a central technical hub that operates central resources and coordinates activities on
the national level, as well as data area nodes (DANs) in the four areas of research in the DDLS
program (Cell and Molecular Biology, Evolution and biodiversity, Infection Biology and
Epidemiology, Precision Medicine and Diagnostics). These will be embedded in the optimal
research environments at the participating organizations. The data platform is operated by the
SciLifeLab Data Centre. Altogether, 12 FTEs have been budgeted for these four DDLS research
areas at the DANs. Therefore, on average each node will get 3 FTEs. The number of FTEs for
each research area, and their location needs to be defined, as well as coordinated with
matching data analysis capabilities in the WABI program.

WABI (Wallenberg Advanced Bioinformatics Infrastructure) is a KAW-funded initiative for
bioinformatics support, operated under the ScilLifeLab Bioinformatics Platform NBIS. From
2022, WABI has funding for 10 FTEs under DDLS and 16 FTEs under an earlier ongoing KAW
donation (main applicant: Gunnar von Heijne, SU). In the DDLS donation letter, WABI is
mandated to include support to users of the Cryo-EM infrastructure. Altogether 10 new FTEs
are allocated, starting 2022.

Although both WABI and DAN staff will be hosted at specific DDLS sites, they have a national
scope for their assignments. The allocation of DAN and WABI staff to partner universities should
ideally be coordinated to maximize the benefits and synergies, hence close dialogue is needed
between the partners and with the universities. We hope that in the future WABI would become
a key function of the DDLS program and that integration of the data support and analysis
support would strengthen both parties. WABI supports projects with data processing and
analysis, and DAN staff, as part of the data platform, develop the technical environment and
support projects with data services and resources. Co-location of staff will strengthen the ability
to work together and create a strong environment both scientifically and technically, forming a
critical mass, and facilitating the coordinated support of projects and formation of a network of
national sites.

Suggested decision:

The DDLS Steering group decides to launch a call for an Expression of Interest targeted
towards the DDLS partner organizations to form joint WABI and DAN nodes in the four areas of
life science. These joint nodes will be funded with up to 3-4 FTEs for data support and up to 2
FTEs for WABI data analysis support. The initial funding decision is done for phase 1 of the
DDLS program (2022-23), but is expected to continue if the launch of such nodes is successful.
Such nodes should already have proven track record of life science data research and data
infrastructure with a national impact. They should present a plan for how they plan to set up a
national data science and data analysis support service within their area of research interest.





The joint nodes should provide and develop competitive working conditions to attract and
maintain advanced technical staff, including a stimulating working environment, relevant job
titles, competitive salary levels, and career opportunities.

For DAN staff, the host universities need to accept co-financing the extra overhead and LKP
costs that are not covered by the KAW funding. For WABI staff, NBIS has already decided to
co-fund OH costs up to 35%. Overhead costs exceeding 35% need to be covered by the
university hosting the position, in line with current agreements. To host a node in one of the four
research areas, at least one DDLS fellow position in that area needs to be allocated to the
specific university. Host universities are expected to take responsibility for the employment of
staff, but recruitments shall be coordinated with the ScilLifeLab Bioinformatics Platform NBIS (for
WABI) and the SciLifeLab Data Centre (for DANs) and approved by the DDLS steering group.

In addition, 2 FTEs for Cryo-EM-support are to be provided separately by WABI.

The DDLS Steering Group appoints Operations Office to set up a working group to organize the
call. Following the closure of the call, the Steering Group will in dialogue with applying
universities prepare a suggested decision for the ScilLifeLab board.

The deadline for letters is 2021-11-30.
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7. RA specific expert groups



At the DDLS steering group meeting on September 1, 2021 the role and profile, as well as the process for appointing research area (RA) specific expert groups was approved. 



The profile of the DDLS RA specific expert group members should be a senior expert in the DDLS field of interest, covering many aspects of the research area, and be an internationally leading scientist in their field. The RA expert can be affiliated with one of the DDLS partner organizations, or the Swedish life science community at large (industry, healthcare, etc.). A broad international network and connections to similar initiatives abroad is highly desirable. Candidates for RA experts will be evaluated based on merits and expertise and will be approved by the DDLS steering group.  A number of factors, such as fields of study, career stage, organization, gender and so on will also be considered.



An open call for nominations to the RA expert groups opened on September 8, 2021 and closed on September 29, 2021.  A total of 61 unique nominations for the four DDLS RA specific expert groups were submitted (15 Cell and molecular biology, 8 Epidemiology and infections biology, 8 Evolution and biodiversity and 30 Precision medicine and diagnostics). Out of the 61 nominees 25% were female with a varying distribution between the research areas. All partner organizations were represented except Swedish Museum of Natural History (NRM) and a subset of nominees came from other organizations within the Swedish life science community at large (industry, healthcare, etc.) as well as international universities, see table appendix 7a.



RA leads are currently reviewing the nominations and will propose their short-list of members for each RA expert group at the DDLS steering group meeting. For all information about the candidates see appendices 7b-e.



Term of office for the RA expert group’s members will be two years (Jan 2022- Dec 2023) with a possibility of extension upon program prolongation. The level of effort for the RA expert group’s members is expected to be 10%.  



The RA expert group will comprise of 4-6 members and be led by a chair that has the coordinating role. Since it is important to build a good base for the program, set the tone and guide the group in the early phase of the program, the RA leads are suggested to be members of the RA expert groups, as well as to take on the coordinating role, at least in the beginning and start-up phase. However, a rotating chairmanship, one year at the time, would be preferable in the long-run. 

Since being the chair comes with extra responsibility, and with an expected effort over the 10% RA expert group assignment effort, an 5% extra effort is estimated for the chair assignment, for which a fixed sum compensation may be received, to ensure the extra effort and engagement from the chair.
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Nominated candidates for DDLS Research area specific expert group of  

Data-driven Cell and Molecular Biology
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[bookmark: _Toc84422771]1. Marie Arsenian Henriksson

Karolinska Institutet

Fields of Research

MYC proteins and metabolism in the pathology of neural childhood tumors and as targets for novel cancer therapies for precision medicine

Motivation for the candidate

Well acquainted with preclinical and translational cancer research both in Sweden and internationally. Have a large national and international network. Academic research leader experience at different levels from research group PI to KI department head. Recruited several young scientists as well as professors. Experience from different commissions of trust from assessments of manuscripts, applications and academic positions, as well as granting agencies, advisory boards, and university boards.

Candidate´s vision for the DDLS program

To strengthen the link between omics-data and functional cell- and molecular biology. Important that DDLS will be beneficial also for wet laboratory sciences. Emphasis on recruitment of excellent junior scientists.

Links to CV and list of top papers

https://www.scilifelab.se/wp-content/uploads/formidable/326/CV_Arsenian-Henriksson.pdf

https://www.scilifelab.se/wp-content/uploads/formidable/326/Publ_Arsenian-Henriksson.pdf

Proposer/s

Anders Gustafsson



[bookmark: _Toc84422772]2. Gunnar Cedersund

Linköping university

Fields of Research

Integrative systems biology, digital twins, mechanistic and hybrid modelling

Motivation for the candidate

I am leading a research group of 20+ people at Linköping university, devoted to the development of digital twins, i.e. physiologically based computer models of a patient. These twins are unique in the world, since they both describe intracellular details within each organ model, and the cross-talk between the organ models. The models also differs from almost all other computationally based researchers in Sweden, since they describe mechanistic, dynamic processes, i.e. are not bioinformatics or machine learning models. However, these mechanistic ODE-models are  integrated with both bioinformatics and machine learning models, using our innovative hybrid modelling approaches. This means that we can simulate, on a personal level, how a patient will respond to e.g. a change in diet, to exercise, or to certain medications, both on a short- and long-term timescale, and both intracellularly and on the whole-body level.

The models for the different organs have been developed over 20+ years together with a large number of experts in Sweden and internationally. In these collaborations, I help the experimental and clinical researchers to understand the data using modelling, to plan new experiments to validate and refine the models, and finally to integrate the resulting sub-models into the whole-body picture. Nowadays, I am also doing experiments in my own lab, both pre-clinically and clinically. I am also working closely together with clinicians, AstraZeneca, and eHealth companies to make my digital twins useful for endusage in  Precision medicine. 

Ongoing funding from e.g. VR-M, VR-NT, KAW, SciLifeLab, SSF, ELLIIT, H2020, AstraZeneca, VINNOVA, etc. Reviewer for VR, CEO and founder of the spinoff company SUND.

Candidate´s vision for the DDLS program

I think that the DDLS program should not only be just a collection of individual, strong research projects. I would also like for Sweden to take a leading position in the integration of not only data, but of resulting computational models and insights. This could make Sweden nr 1 in the world in this research field, and also provide much value to both Swedish healthcare and to a new emerging eHealth-centred healthcare eco-system.

Links to CV and list of top papers

https://www.scilifelab.se/wp-content/uploads/formidable/326/CV-Cedersund-DDLS-committee-1.pdf

https://www.scilifelab.se/wp-content/uploads/formidable/326/DDLS-committee-2021-1.pdf

Proposer/s

 



[bookmark: _Toc84422773]3. Arne Elofsson

Stockholm University

Fields of Research

Protein Bioinformatics and machine learning

Motivation for the candidate

AE is the leading expert in proteins structure prediction and machine learning. He has developed start of the art methods for over 30 years. AE has a broad international network and experience in leading international research projects and graduate schools./BW

AE has an outstanding expertise regarding the data science aspect of this area./AE

Elofsson is one of the leading researchers in machine learning and bioinformatics. He has been particularly successful in developing machine learning methods related to protein sequence and structure. Some of the recent highlights includes advanced deep learning,  graph-nets and transfer learning for protein structure prediction.

The progress in life science depends critically on the development of improved methods and in particular methods that can combine experimental and theoretical methodologies. Given the continuous development of highly used methods from the Elofsson group, I am convinced that the outcome of Elofsson’s research during the next ten years also will have a great influence on data-driven molecular and cell biology. /LK

Career
Elofsson started his academic research career already as a student when he in 1986 was accepted to the first MD-PhD program established in Sweden. He then continued to study engineering physics and finally obtained a PhD in medical physics in 1993 at Karolinska Institutet. After his PhD he did a postdoc with David Eisenberg at UCLA.

Elofsson was recruited as an assistant professor to the Department of Biochemistry at SU in 1995 and has remained at the Department since then. He has, however, moved his location several times. During his time as an assistant professor, he was instrumental in the development of the Department to become the nationally leading bioinformatics research environment. He co-authored both the application for the call from the strategic foundation for a national bioinformatics center and the application from Stockholm to receive this grant. Here, he was also the driving force behind the integration of the application between the three universities in Stockholm (Karolinska Institutet, KTH and Stockholm University).

In 1999 Stockholm Bioinformatics Center was funded with Elofsson as a co-director. During his time as a co-director it established itself as the nationally leading bioinformatics center. However, during the next years, his research interest changed and then he moved to the newly founded Center for Biomembrane Research in 2006. In 2012 he moved again, now to the Science for Life Laboratory.

By creating a productive scientific environment Elofsson has also been a driving force at recruiting assistant (that later became full) professors to Stockholm. Currently, two of his recruitments, Lukas Käll and Erik Lindahl, are currently active at Science for Life Laboratory. He has also been very active in the Department both regarding teaching and administration. He is currently the study dean for the bioinformatics master’s program.

Research
The research of Elofsson has been focused on protein structure prediction. He has both focused on understanding fundamental principles about proteins and on developing bioinformatics tools, using machine learning. His work is widely recognized and highly cited.
 
Some highlights include the development of the invention consensus-based models for quality assessment of protein structures, Pcons, and the development of the best method for protein model quality assessment (the ProQ series of methods). Further, he has studied membrane protein folding and is also the leading developer of membrane protein bioinformatics methods. Most importantly he was the first to combine the use of deep-learning methods and DCA methods for contact predictions in the PconsC2 predictor. This started a revolution in the field leading towards the impressive results from Deepmind presented in Dec 2020. Given that the structure prediction of a single protein largely seems to be a solved problem he has started working on the development of methods for the prediction of protein-protein interactions. In this field, he made some contribution early by his studies of the nature of protein-protein interactions, and the recently developed dock-and-fold method seems promising.

His work is multidisciplinary in nature and techniques he has utilized in his studies include bioinformatics, machine learning, molecular dynamics studies, mass-spectrometry as well as molecular biology and biochemistry as well as cryo-EM data.

Impact on Research at Stockholm University and Science for Life Laboratory
The Department recently received close to 100 MSEK for building up a cryo-EM infrastructure at the Science for Life Laboratory in Stockholm. The recent development of direct electron detectors has revolutionized single-particle cryo-EM and enabled this technique for structure determination of large protein complexes. However, it is only in combination with theoretical methods that cryo-EM, and other experimental techniques, will be able to provide a complete picture of all interactions in a cell. In addition, KAW has dedicated a large grant to initiate the Data Drive Live Science (DDLS) platform with the aim to better utilize the data generated by large scale life-science methods. Here, a crucial component will be the use of deep-learning methods, such as the ones developed by Elofsson The research of Elofsson is therefore ideally positioned to complement these initiatives.

Impact on the DDLS program
Elofsson has been one of the leading researchers in machine learning and bioinformatics. He has developed many machine learning methods related to protein sequence and structure. Some of the recent highlights includes, PconsC2 - the first deep learning method for contact predictions using DCA, TOPCONS2, an explainable method for identification of targeting peptides, and Graph-QA, a graph-net method for prediction protein quality.

Impact on the wider Swedish society
The progress in life science depends critically on the development of improved methods and in particular methods that can combine experimental and theoretical methodologies. Work proposed by Elofsson is therefore essential for advancing the field. Elofsson is a leading researcher and his work will not only impact society through the training of skilled students but also through direct application of the techniques he has developed in the academic and biotechnological communities. Given the continuous development of highly used methods from the Elofsson group, I am convinced that the outcome of Elofsson’s research during the next ten years also will have a great influence on the structural biology community.

In summary Prof Elofsson’s application for a grant for Distinguished Professors has the full support of the Department, the University, and Science for Life Laboratory. /HC



Candidate´s vision for the DDLS program

AE has as a vision to combine the very recent progress in deep learning with the explosive growth of data from cell and molecular biology to enable a fully molecular understanding of life in a cell. /BW

AE has as a vision to combine the very recent progress in deep learning with the explosive growth of data from cell and molecular biology to enable a fully molecular understanding of life in a cell. /AE

Complete structural knowledge of all proteins and their interactions in a cellular compartment would provide an unprecedented detailed picture of the compartment. Such a model would make it possible not only to ask what functions and regulations could occur but also what could not. The model would also provide a unique resource for systems biology studies and in the future enable simulations of a complete cell.

A few years ago it would be completely unrealistic to even obtain the structure of all proteins and even more unrealistic to obtain details about their interactions. But there has recently been a revolution in structure prediction for both individual proteins and complexes, by using deep learning and sequence data. AlphaFold2 has already been applied to predict the structure of all human proteins, and with the exception of disordered regions, the accuracy in the prediction of individual domains is close to experimental accuracies. We have modified the AlphaFold2 method to predict the structure of protein complexes and have shown that this is successful in up to 60% of the cases.  Experimental methods have also improved significantly lately. In particular, the use of direct-detectors in single-particle Cryo-EM has provided a very attractive experimental method for the determination of large biological complexes.

Given these advances in both experimental and computational methods, we foresee a near future where we can start modelling, organelles and even cells at an atomic level. We do believe that integrating existing knowledge, utilizing AI methods is the best way to achieve this, and we will try to get DDLS to focus on this./LK

Complete structural knowledge of all proteins and their interactions in a cellular compartment
would provide an unprecedented detailed picture of the compartment. Such a model would
make it possible not only to ask what functions and regulations could occur but also what
could not. The model would also provide a unique resource for systems biology studies and
in the future enable simulations of a complete cell.

A few years ago it would be completely unrealistic to even obtain the structure of all proteins
and even more unrealistic to obtain details about their interactions. But there has recently
been a revolution in structure prediction for both individual proteins and complexes, by using
deep learning and sequence data. AlphaFold2 has already been applied to predict the
structure of all human proteins, and with the exception of disordered regions, the accuracy in
the prediction of individual domains is close to experimental accuracies. We have modified
the AlphaFold2 method to predict the structure of protein complexes and have shown that
this is successful in up to 60% of the cases.0 Experimental methods have also improved
significantly lately. In particular, the use of direct-detectors in single-particle Cryo-EM has
provided a very attractive experimental method for the determination of large biological
complexes.

Given these advances in both experimental and computational methods, we foresee a near
future where we can start modelling, organelles and even cells at an atomistic level. We do
believe that integrating existing knowledge, utilizing AI methods is the best way to achieve
this, and we will try to get DDLS to focus on this. /HC



Links to CV and list of top papers

https://www.scilifelab.se/wp-content/uploads/formidable/326/cv-short.pdf

https://www.scilifelab.se/wp-content/uploads/formidable/326/selected_publication.pdf

Proposer/s

Björn Wallner, Arne Elofsson, Lukas Käll, Henrik Cederquist,



[bookmark: _Toc84422774]4. Ola Engkvist

AstraZeneca

Fields of Research

ML/AI for drug design

Motivation for the candidate

Ola has experience of using ML/AI in an industrial setting including using ML for over 20 years to improve drug design. He is currently department head for the newly formed Molecular AI department at AstraZeneca in Gothenburg. He is also engaged in interactions with academia, with extensive engagement in supervising PhD students and postdocs, and has been a very valuable resource in joint academic/industrial efforts.

Candidate´s vision for the DDLS program

The combination of faster hardware, more high quality data and better ML/AI algorithms makes it almost unavoidable that the life sciences will be transformed in the coming decade. Thus the DDLS Programme is very timely to make sure that the Swedish universities and industrial life science sector will be at the forefront of the transformation. My vision is that DDLS will be a catalysator joining Swedish academia and industry to develop better predictive models through ML/AI that can make development of novel medicines faster and reduce the attrition in the drug discovery and development process because of lack of efficacy or safety issues.

Links to CV and list of top papers

https://www.scilifelab.se/wp-content/uploads/formidable/326/CV-Ola-Engkvist-Academic.pdf

https://www.scilifelab.se/wp-content/uploads/formidable/326/Top-10-publications.pdf

Proposer/s

Carolina Wählby



[bookmark: _Toc84422775]5. Marc Friedländer

Stockholm University and SciLifeLab

Fields of Research

Computational biology, multi-omics analyses, non-coding RNAs, single cells

Motivation for the candidate

Dr. Marc Friedländer is a trained computational biologist, having been supervised by Prof. Anders Krogh in Copenhagen and Prof. Nikolaus Rajewsky in Berlin for his master’s degree and PhD degree respectively. He has focused on analysis of next-generation sequencing data, with special emphasis on the analysis of non-coding RNAs. In particular, he has developed miRDeep, one of most widely used computational software suites in the non-coding RNA field, with more than 1700 citations. While applying computational methods, Dr. Friedländer maintains keen biologist interests, focusing on gene regulation in single cells. He has a wide internet network of collaborators in the field of computational cell biology, ranging from the CRG institute in Barcelona to the BIMSB institute in Berlin, and his research is funded by various Swedish grants as well as an ERC starting grant. 

Dr. Friedländer is part of the SciLifeLab Fellows program, from which he has recently transited to Alumnus status. He has been a very active member of the Fellows community, coordinating some equipment applications and arranging scientific lunch sessions for the Fellows. He has a decent knowledge of what has worked well for the SciLifeLab Fellows program, and what aspects could be improved. These insights could prove very useful when established the new DDLS Fellows network and also when linking the it to existing structures, such as the SciLifeLab community and the host institutes. Lastly, Dr. Friedländer has been active in helping assistant professors with their tenure processes, and he is mentor for junior group leader Dr. Deniz Özata, also at his host department.

In summary, Dr. Friedländer is a relatively junior researcher who fits the profile area, has international connections, and has good conditions for facilitating the creation of a DDLS Fellows community. /HC and NV

Candidate´s vision for the DDLS program

Biology is increasingly becoming a Big Data science, so getting computational expertise into the existing institutes is critical for having a smooth transition to data-driven biology. However, getting this expertise into existing institutes with strong wet-lab capabilities can be a challenge, since individual computational researchers risk becoming the lone ‘pet bioinformatician’. The DDLS program can overcome this barrier by infusing existing institutions with a surge of excellent computational biologists, creating a critical mass both at the level of the institution, but also creating a trans-institutional network.

A major challenge will however be to anchor the individual DDLS Fellows, both to the DDLS community, to the existing communities such as SciLifeLab, but also importantly to the university institutions and departments and the cell and molecular biology research that is ongoing there. It will be critical that the Fellows will have a genuine interest in biology and will be able to engage the wet-lab researchers in their community. It will be an important task for the DDLS expert groups to help foster these interactions and collaborations, both through activities and community events, but also, if possible, through minor collaborative grants, for instance through shared PhD students or post docs. /HC and NV

Links to CV and list of top papers

https://www.scilifelab.se/wp-content/uploads/formidable/326/Friedlander-CV.pdf

https://www.scilifelab.se/wp-content/uploads/formidable/326/Friedlander-Publications.pdf

Proposer/s

Henrik Cederquist and Neus Visa



[bookmark: _Toc84422776]6. Johan Henriksson

MIMS / Umå university

Fields of Research

Systems biology / CAR T cells & methods development

Motivation for the candidate

My focus has always been on developing methods because this contributes to the exponential growth of research. Because of my extremely broad background, I have an ability to see what is around the corner in terms of technological development. Thus I will be able to help DDLS prepare not just for today's needs, but what will come in 10 - 20 years.

My relevant experience covers among other, bioinformatics (phylogenetics and sequence analysis, image analysis, ChIP/ATAC/RNAseq analysis, single-cell analysis, CRISPR), mathematics (model fitting, neural networks and bayesian statistics), and computer science, having even written my own implementation of R in Java. Beyond this, I am actually a mechanical engineer by training and starting programming at the age of 10 (fluent in 5+ languages, used 10+).

Furthermore I have been involved in various organizations of “soft” nature, such as being PhD representative, chair of the Umeå Future Faculty, and the CEO of two companies. I believe the technical problems usually are the simple ones, and more emphasis has to be put on values and structures. It is quite possible that my main contribution will stem from this rather than my technical background.

Candidate´s vision for the DDLS program

The large amount of data poses the big risk that it will remain just data. My caricatured experience from places working with large datasets is that it ends up becoming a heatmap, and one picked cherry. Me and several others have experienced that if you submit a paper where more than one gene is characterized at depth at the end, the reviewers will ask where the validation is. However, if an article can only present one final finding, we are effectively still doing one-data point-science. Thus I believe the hard issue to tackle is that we have a counterproductive and deep notion of what science should look like. DDLS has to transform this notion, and this will be much more challenging than just providing GPUs and FAIR data to the masses.

I see several measures DDLS could take to move forward. We can promote opinion articles to highlight how narrow the common paper format is. We can engage with WASP-HS to bring in a very different publication culture - why could we not write our own online interactive immunology textbook for undergraduates, with direct visualization of what the raw data actually looks like? Can we promote the semantic linking of new scientific works to such a core text to increase understanding and lower the barriers? By catching the undergraduate students early and enabling them to browse all the available data, we will foster a new generation of biologists with the broader mindset DDLS needs. Can we engage students across faculties in brainstorming / hackathons, to e.g. figure out what data can you find and use to tackle an Agenda 2030 problem? At Umeå University I plan to introduce code review across research groups to increase the quality of the code, and foster exchange of knowledge, a practice otherwise only found in industry.

I believe researchers in Sweden will sooner or later find their way to bioinformatics on their own. My vision for DDLS is to try and accomplish what individual groups cannot, reshaping the format in which we do science. Above is just a small list of ideas I can bring to the table to let us accomplish this.

Links to CV and list of top papers

https://www.scilifelab.se/wp-content/uploads/formidable/326/2021-ddls_expertgroup-CV.pdf

https://www.scilifelab.se/wp-content/uploads/formidable/326/2021-ddls_expertgroup-list-of-papers.pdf

Proposer/s



 

[bookmark: _Toc84422777]7. Magnus Jakobsson

Dept Immunotechnology, Lund University

Fields of Research

Proteomics, proteome regulation and function, PTMs, mass spectrometry

Motivation for the candidate

The candidate has a versatile background in protein related biological sciences, in particular concerning mass spectrometry-based proteomics and PTMs. He been the first to characterize a handful of human PTM enzymes and has published the yet most comprehensive resources on two key cellular PTMs (methylation of histidine and lysine). 

Moreover, the candidate has an international profile and recently (2019) started his own PTM-proteomics and systems biology oriented research group in Lund.

Candidate´s vision for the DDLS program

Throughout my scientific career I have worked wit big data sets and particularly used comprehensive proteomics data to define hypotheses. This approach is intrinsically exploratory, and data driven, as opposed to more traditional hypothesis driven research. With recent advances in ML, AI and computing, harnessing the enormous amounts of data generated for biological insights is, and will stay as, a very interesting topic for many years to come. 

I would within DDLS be happy to contribute with perspectives concerning proteome regulation and function in the context of molecular biology and contribute to defining how data driven approaches best are applied within the field.

Links to CV and list of top papers

https://www.scilifelab.se/wp-content/uploads/formidable/326/Jakobsson-ME-CV.pdf

https://www.scilifelab.se/wp-content/uploads/formidable/326/Jakobsson-ME-Pubs.pdf

Proposer/s

Magnus E Jakobsson



[bookmark: _Toc84422778]8. Ross King

Chalmers

Fields of Research

Automation of Science, Cell systems biology

Motivation for the candidate

I was trained in Microbiology, Computer Science, and AI. I did my PhD at the Turing Institute, this was the world leading institute for machine learning (ML) at the time. My PhD was on applying ML to predicting protein structure. This led to the first publications in this area. 

I have spent my subsequent career at the interface of ML to biology and chemistry. I believe I have more experience in this than anyone else.

Candidate´s vision for the DDLS program

With current developments in AI and laboratory automation there is the potential to transform how biological research is done in Sweden. I am interested in promoting this and making Sweden a leader in this new form of science.

Links to CV and list of top papers

https://www.scilifelab.se/wp-content/uploads/formidable/326/CV_Ross_King.pdf

https://www.scilifelab.se/wp-content/uploads/formidable/326/pubs_Ross_king.pdf

Proposer/s

Ross King



[bookmark: _Toc84422779]9. Lukas Käll

KTH

Fields of Research

Proteomics, Machine Learning

Motivation for the candidate

The research of Prof. Käll is focused on the development of methods for interpreting high-throughput molecular biology experiments and is known as the scientist that introduced machine learning to mass spectrometry-based proteomics.  His methods are widely used in the community, and several methods cited more than 1000 times. He has experience with different types and styles of machine learning, from probabilistic models such as hierarchical Bayesian networks and hidden Markov models to clustering methods and support vector machines. Prof. Käll is also a strong supporter of open science and the FAIR principles. /JL and AE

Candidate´s vision for the DDLS program

Our dramatically improved ability to detect and measure biomolecules have revolutionized molecular biology. The improvement in instrumentation has made data easily accessible for more advanced interpretation. However, an often-repeated catch-phrase is that data analysis is the current bottleneck when investigating molecular biological systems with modern experimental technologies. 

While bioinformatics has done much progress, much of the basic interpretation of data is still done in a suboptimal way. The more advanced processing methods require far too much expert knowledge to install and run and hence are kept outside of many of the more wet-lab-oriented facilities. Hence it is of essence to ensure better software designs enabling advanced processing methods to reach the bulk of practitioners. 

There is also a growing need for methods handling the integration of large data quantities from different modalities. A hard sell to many scientists is the fact that more data in itself do not lead to more information. By increasing the number of measured analytes for a sample, we also increase the possibilities of errors, something we refer to as multiple testing problems. We need better ways to integrate large data quantities from different modalities. Only by modeling systems smarter can we make the data-rich technologies deliver more biological knowledge.

Luckily, there is a parallel revolution that will help us analyze data more efficiently, the increase in computational processing capabilities. The improvement is particularly visible in the area of machine learning. Computers’ ability to analyze patterns in structured and unstructured data has massively improved during the last decades. While the fruits of this development have an impact on more areas than life science, life science is probably one of the areas promising to gain more than others, due to the complex nature of biological systems. Hence I think that DDLS is particularly timely and urgent./JL and AE

Links to CV and list of top papers

https://www.scilifelab.se/wp-content/uploads/formidable/326/2page.pdf

https://www.scilifelab.se/wp-content/uploads/formidable/326/pub10.pdf

Proposer/s

Jens Lagergren and Arne Elofsson



[bookmark: _Toc84422780]10. Tuuli Lappalainen

KTH, NGI & Genomics Platform, New York Genome Center

Fields of Research

Functional genomics, human genetics, multi-omics

Motivation for the candidate

My research is at the intersection of cell and molecular biology and precision medicine, and computational and experimental research. I'd bring to the table international connections and opportunity for strong partnership between DDLS and the Genomics platform. I have a strong track record of international leadership in shaping the future vision of human genetics and genomics, including playing a key part in building the academic environment at the New York Genome Center, invited review papers in leading journals, and the International Common Disease Alliance where I co-lead the Mechanisms working group. 

If there is preference to have only one person from the Genomics platform in the expert groups, I'd recommend you choosing Jessica Nordlund for the Precision medicine group over myself.

Candidate´s vision for the DDLS program

I see as some of the key components for success as: 

1) a community of top-notch researchers with sufficient funding to enable intellectual freedom (as opposed to closely directed research programs), 

2) critical mass to enable unexpected interactions between people in different focus areas, 

3) close interactions between computational/statistical experts, biologists, and technology developers, 

4) supportive and fun environment for young researchers that (together with other features of the Swedish society) can be a major recruitment tool for international talent from all over the world.



Sweden has a very strong brand and track record in functional genomics and proteomics, but one of the areas with room for improvement in linking these successes to human genetics research.

Links to CV and list of top papers

https://www.scilifelab.se/wp-content/uploads/formidable/326/CV-Lappalainen-2-no-papers.pdf

https://www.scilifelab.se/wp-content/uploads/formidable/326/Lappalainen-10-publications.pdf

Proposer/s



 

[bookmark: _Toc84422781]11. Margit Mahlapuu

Professor, Faculty of Science, University of Gothenburg

Fields of Research

Molecular Metabolism, Molecular Medicine, Molecular Genetics

Motivation for the candidate

Professor Mahlapuu is a senior expert in molecular metabolism research with a broad experience from several stakeholders of the Swedish life science community including not only academic environment but also large pharma/biotech sector. She represents an extensive network within the relevant RA both nationally and abroad. 

In her research, she combines translational data sets obtained from well-characterized human cohorts in combination with unique mouse models, together with in vitro assays. Her research aims to provide insight into molecular pathogenesis, and to find novel treatments and/or preventive strategies, for type 2 diabetes (T2D), liver disease (NASH), and related complex metabolic diseases with high unmet medical need. Recently, she has identified and characterized several members of STE20 kinase family as new key regulators of lipotoxicity and whole-body glucose and insulin homeostasis in the context of overweight and obesity. 

As co-director of the Wallenberg Centre for Molecular and Translational Medicine (WCMTM) at University of Gothenburg, she has a leading role in strategic planning both regionally and nationally within the WCMM community, as well as in recruitment and mentoring of fellows. Thus, she will be a strong asset for planning and steering the DDLS activities, strategic advice, as well as mentorship for the future DDLS fellows. 

Professor Mahlapuu is nominated on behalf of all WCMM directors: Lars Nyberg (WCMM Umeå), David Engblom (WCMM Linköping), Christina Jern (WCMTM Gothenburg) and Gunilla Westergren-Thorsson (WCMM Lund)

Candidate´s vision for the DDLS program

The DDLS initiative is crucial for creating a critical mass and research networks of internationally leading scientists for improving the global health, with the focus on blockbuster indications as well as orphan and neglected diseases with high unmet medical need. I believe that the future challenge is to consolidate our research efforts from data-driven experimental and clinical research to further improve our understanding on the molecular pathophysiology of these diseases in order to find novel curative therapies. Furthermore, it is essential to find innovative approaches to reduce the cost of some of the current treatment alternatives, where the high price is prohibitive for their development into a widely accepted and affordable therapies.

Links to CV and list of top papers

https://www.scilifelab.se/wp-content/uploads/formidable/326/Curriculum-vitae-MMahlapuu-20210224.pdf

https://www.scilifelab.se/wp-content/uploads/formidable/326/LoP-MMahlapuu-FINAL-2021.pdf

Proposer/s

Julia Grönros, research coordinator WCMTM Gothenburg



[bookmark: _Toc84422782]12. Mats Nilsson

Stockholm University and SciLifeLab

Fields of Research

Spatial omics

Motivation for the candidate

Mats Nilsson is an expert in generating and interpreting spatial omics data, and has pioneered the development of in situ transcriptomics. He is director of the Spatial and Single Cell Biology platform, and active participant in the Human Cell Atlas project. The very recently emerging spatial omics methods allows integration of many different molecular and image based data, including single-cell multimodal sequencing and traditional histology images. The data is a rich source for data driven life science research and digital pathology.

Candidate´s vision for the DDLS program

Tissue level analysis of biological systems will provide a more comprehensive view over the interplay between different cell as they organize and execute physiological functions in organs of multi cellular organisms. With this view, we will be able to better understand how organs and organisms work on a system level in healthy and disease states. To reach this system level understanding of organs through spatial omics and other integrated data sets, will require powerful computational approaches to process high-dimensional molecular and imaging data collected from organisms in different stages of tissue states. I hope the DDLS program will make Sweden stay in the forefront in the spatial omics field, and continue to be one of the most important hubs of development and innovation in this field globally.

Links to CV and list of top papers

https://www.scilifelab.se/wp-content/uploads/formidable/326/CV-Nilsson-DDLS-1.pdf

https://www.scilifelab.se/wp-content/uploads/formidable/326/Publications-Nilsson-DDLS-1.pdf

Proposer/s

Henrik Cederquist



[bookmark: _Toc84422783]13. Edouard Pesquet

Stockholm University

Fields of Research

Plant Cell and Molecular Biology

Motivation for the candidate

Edouard Pesquet has been focusing his work on the understanding of the dynamic of subcellular components (cell wall, microtubules, nuclei, mitochondria, plastids,...) during plant cell differentiation, and specifically wood cell which form the plant vascular system. He has been developing and using multiple techniques in cell and molecular biology ranging from inducible cell cultures, high-throughput imaging,  genetic engineering, -omics studies for epigenomics, transcriptomics, proteomics, interactomics and metabolomics. Edouard Pesquet thus provides complementary expertise in both cell and molecular biology to the panel but with a plant cell perspective, thus providing key guidance for DDLS towards renewable resources, carbon capturing and climate change.

Candidate´s vision for the DDLS program

Edouard Pesquet's vision for the DDLS program in cell and molecular biology is to provide the plant perspective and its specificities. Plants are essential to our ecosystems forming the primary producers of our ecosystems and regulating climate but  are also essential multipurpose renewable resources for Humans (for chemicals, building materials, dye, cosmetics, food, drugs, energy,...). As plants follow different developmental paradigms than bacteria, fungi and animal - such as their clonal reproduction, indeterminate growth, absence of cellular motility or pluripotent cellular capacity - Edouard Pesquet will provide guidance for the DDLS program on plant specificities./EP

Edouard Pesquet’s vision for the DDLS program in Cell and Molecular Biology is to provide the plant perspective with all its specificities. Plants are essential for our planet’s biosphere forming the primary producer of our ecosystems and regulating their climate but also providing essential renewable multipurpose resources for Humans (food, energy, materials, chemicals, medicine). In contrast to bacteria, animals and fungi, plant follow specific molecular, cellular and development paradigms such as the absence of cell motility, high level of pluripotency of all cells even in complex organisms, indeterminate growth, simultaneous capacity for sexual and clonal reproduction as well as the capacity to still thrive while part of the organism is dead. Considering our future challenges such as food production, renewable energy alternatives, carbon capture and climate change, Edouard Pesquet will provide the plant perspective to the DDLS program./HC

Links to CV and list of top papers

https://www.scilifelab.se/wp-content/uploads/formidable/326/Edouard-Pesquet-publication-and-CV2021.pdf

https://www.scilifelab.se/wp-content/uploads/formidable/326/Edouard-Pesquet-top-10-in-2021.pdf

Proposer/s

Edouard Pesquet and Henrik Cederquist





[bookmark: _Toc84422784]14. Nathaniel Street

Umeå University

Fields of Research

Plant genomics, genome assembly, molecular biology, comparative genomics

Motivation for the candidate

I am nominating myself as I am heavily involved in DDLS projects and research approaches and would very much like to be involved in shaping the future of DDLS in Sweden.

Candidate´s vision for the DDLS program

I would aim that we establish an active and multidisciplinary DDLS community with excellent links to WASP and SNIC and to establish new, stimulating educational activities in addition to developing and advancing DDLS research in Sweden.

Links to CV and list of top papers

https://www.scilifelab.se/wp-content/uploads/formidable/326/CV-short-format-NRS.pdf

https://www.scilifelab.se/wp-content/uploads/formidable/326/10-top-publications.pdf

Proposer/s

 



[bookmark: _Toc84422785]15. Eduardo Villablanca

Karolinska Institutet

Fields of Research

Mucosal Immunology

Motivation for the candidate

Emerging evidence indicates that the gut serves as a nexus that connects and integrates organ systems throughout the body, with surprising and far-reaching consequences in health and disease. The gut is comprised of a complex and dynamic three-dimensional population that includes a variety of highly specialized cell types, including a microbial community, that interacts closely with key systems in the body including the immune, nervous and endocrine systems. Cell-cell interactions are critical to proper function of all of these elements, so baseline knowledge of cellular identity and function in the gut will be a powerful tool. To date, transcriptional profiling in the gut has provided high-resolution data showing dramatic differences in expression pattern by intestinal region and by specific cell types. Hence, our goal is to build an “intestinal immune system atlas” at the bulk, single cell, and spatial resolution. My research lies at the interface of microbiology, immunology, human health, and big data transcriptomic approaches (bulk, single cell, and spatial). My research team is interdisciplinary built with a combination of wet and dry lab members, and combining pre-clinical and clinical research.

I strongly believe that by joining the DDLS RA, I will have the unique opportunity to brainstorm, generate, contribute, participate and complete projects with potential high impact in our society.

Candidate´s vision for the DDLS program

The DDLS program should brings together a diverse group of individuals from across its partner institutions and academic faculty. Scientists within the DDLS program will have the potential to work closely together with pre-clinical and clinical researchers to tackle critical problems in human biology and disease. 

I envision the DDLS fellows building teams of professional scientists focus on the

discovery, development, and optimization of the massive amounts of data that can be generated by scientists in Sweden and around the world. On my vision, DDLS fellows have the expertise and organization to carry out major projects that could not be done within a single research laboratory, and work closely with the scientific programs and other collaborators to tackle critical questions in human biology and disease. I also expect that DDLS fellows serve as bridges between Sweden institution and the most important institution around the globe. 

Furthermore, DDLS fellows will contribute to attract top-flight clinical and research talents

from all over the world, offering an exceptional breeding ground for established and young research scientists.

Links to CV and list of top papers

https://www.scilifelab.se/wp-content/uploads/formidable/326/Villablanca_CV.pdf

https://www.scilifelab.se/wp-content/uploads/formidable/326/Villablanca_Publications_10.pdf

Proposer/s
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[image: STK externt:P - T:SciLifeLab:Profilöversyn:Stationary:SciLifeLab_stationary Folder:Word:scilifelab-logo-word.png]

10/6/21	1 (2)



1







Nominated candidates for DDLS Research area specific expert group of  

Data-driven Epidemiology and infection biology



Table of Contents

1. Fernando Barroso da Silva	2

2. Paul Dickman	3

3. Joakim Dillner	4

4. Joakim Esbjörnsson	4

5. Peter Kasson	6

6. Patrik Medstrand	7

7. Susanna Sternberg Lewerin	7

8. Staffan Svärd	8





[bookmark: _Toc84336452]




[bookmark: _Toc84424349]1. Fernando Barroso da Silva

Department of Biomolecular Sciences School of Pharmaceutical Sciences at Ribeirão Preto - University of São Paulo 14040-903 Ribeirao Preto - SP, BRAZIL

Fields of Research

Computational Approaches in the Treatment and Diagnosis of Infectious Diseases

Motivation for the candidate

Infectious diseases are per se a transdisciplinary and global health issue. Joint effort from experts coming from complementary research areas and regions of the world is the most effective way to provide a deeper understanding to diagnose, treat and prevent pathogenic threats. Our experience in biomolecular interactions, computational virology/immunology (flaviviruses, noroviruses and coronaviruses) and optimization of antibodies can provide essential tools, views and networking to integrate and provide a molecular basis for such challenging issues. We can also take the benefits of a professional career build-up at the interface between biophysics, computational science, biology, and pharmaceutical and medical sciences (including research, teaching and the promotion of the transdisciplinary of related fields by means of the organization of schools, conferences, international partnerships and special issues at scientific journals - e.g.

https://www.frontiersin.org/research-topics/13791/computational-approaches-to-foster-innovation-in-the-treatment-and-diagnosis-of-infectious-diseases)

Candidates vision for the DDLS program

The DDLS program is a timing opportunity to create the ideal scenario to foster innovation in the diagnosis, treatment and prevention of Infectious diseases. It has the potential to induce and catalyze the necessary cross-talks between experts with different training and cultural backgrounds. By means of specific multidisciplinary scientific programs and global research networks, the program can offer the conditions to better prepare and integrate the research community to deal with on-going and future health threats. We hope the program will include researchers dedicated to the characterization of the molecular aspects of the viral and bacterial, their infectivity and pathogenesis that all are intimately related with new alternatives to diagnosis, prevention and treatments. It can also include a sub-committee to advise and provide guidance to researchers and the general public.

Candidate´s vision for the DDLS program

Biomolecular interactions and data-driven science are our central research topics. We apply innovative technology to understand important molecular mechanisms (e.g. immune response) and to offer a rational approach to the discovery of therapeutic agents, biomarkers and their controlled release. We are particularly interested in the characterization of molecular mechanisms  to foster the understanding of infectious diseases (specially flavivirus, norovirus and coronavirus), prediction of epitopes and computational design of antibodies with high specificity.

Links to CV and list of top papers

https://www.scilifelab.se/wp-content/uploads/formidable/326/FB.Bio_Sketch.July_.2021-1.pdf

https://www.scilifelab.se/wp-content/uploads/formidable/326/10-selected-publications.pdf

Proposer/s

Aatto Laaksonen



[bookmark: _Toc84424350]2. Paul Dickman

KI

Fields of Research

Biostatistics

Motivation for the candidate

Prof Dickman has a broad engagement and interest in data-driven life science. He has long-standing expertise in analyzing and making the best use of large amounts of data in epidemiology and biostatistics. Prof Dickman is also already involved in the DDLS program as the chair of the internal recruitment group for the KI DDLS epidemiology fellow. He has a unique overview of the field and has many intriguing ideas on how to develop data-driven life science into the future. All this together with his excellent track-record in committing to similar expert groups and committees makes Prof Dickman an ideal candidate for the expert group.

Candidate´s vision for the DDLS program

My expertise and vision are focussed on those aspects of the DDLS strategy concerning training and infrastructure, rather than research. I am a biostatistician with primary research interests in register-based epidemiology with emphasis on cancer epidemiology. I wouldn’t classify my research as data-driven (as I understand DDLS), but I manage and mentor researchers who do work in the field of DDLS. The DDLS program is extremely important for KI. as a single-faculty university without, for example, strong departments of computer science and engineering, we have not developed our infrastructure for DDLS at the same rate as we have for other areas of life science. As Sweden’s largest medical faculty, KI is extremely important for the DDLS program. I have been working to develop training programs and bridge the gap between the life science and data science communities in the Stockholm area, but would like to develop national initiatives in these areas. Together with collaborators at KTH and SU, I am leading an initiative to establish a master’s program in biostatistics and data science, that we hope will launch shortly. I am also working with colleagues to develop doctoral education in biostatistics at KI. I am also on the steering group of a project with the goal of coordinating and delivering support to clinical researchers in Stockholm in the areas of biostatistics and bioinformatics (https://medarbetare.ki.se/clinicum-organiserat-stod-till-klinisk-forskning-inom-ki-och-region-stockholm). My vision is to further develop these initiatives in the national and international arena.

Links to CV and list of top papers

https://www.scilifelab.se/wp-content/uploads/formidable/326/CV_Dickman.pdf

https://www.scilifelab.se/wp-content/uploads/formidable/326/Publ_Dickman.pdf

Proposer/s

Anders Gustafsson



[bookmark: _Toc84424351]3. Joakim Dillner

Dept of Laboratory Medicine, Div of Pathology, Karolinska Institutet and Medical Diagnostics Karolinska, Karolinska University Hospital

Fields of Research

virology, epidemiology, vaccinology, cancer screening and diagnostics, biomarkers, precision medicine, eHealth, exposome research.

Motivation for the candidate

Prof Dillner is Director of Research & Development at the Medical Diagnostics Karolinska, Karolinska University Hospital. He has conducted Human Papillomavirus (HPV) research for over 30 years within areas ranging from molecular biology to clinical virology and epidemiology. During the last couple of years Prof. Dillner´s research interest has expanded to also include Corona virus research as well as exposome research, being the coordinator of an EU H2020 project developing an exposome assessment platform. Thus Prof. Dillner has hands-on experience from most of the DDLS program target areas.

Candidate´s vision for the DDLS program

As head of research and development at the Medical Diagnostics Karolinska I have experience with formulating strategies and best practice within clinical research.  As researcher I am leading several large projects managing big data and data registries including sensitive data. I appreciate the need for infrastructure for data management (storage and analyses) as well as data retrieval/accessibility in a secure way and I am convinced that I can contribute with my experience and expertise to the development of the DDLS program. My vision is that the DDLS program will contribute to the harmonization of and open access to scientific data as well as building a high-capacity joint infrastructure within the Swedish scientific community such that Sweden remains and develops it´s unique position, that originated from the creation of large population registries, within this research field.

Links to CV and list of top papers

https://www.scilifelab.se/wp-content/uploads/formidable/326/CV_Dillner.pdf

https://www.scilifelab.se/wp-content/uploads/formidable/326/Publ_Dillner.pdf

Proposer/s

Anders Gustafsson



[bookmark: _Toc84424352]4. Joakim Esbjörnsson

Lund University

Fields of Research

Molecular epidemiology, systems virology, singel-cell and spatial transcriptomics

Motivation for the candidate

The candidate, Joakim Esbjörnsson, is Associate Professor and Senior lecturer in Systems virology at Lund University, and has a well-documented and unique profile of expertise within data-driven life science. This includes a combination of advanced sequence analysis, biostatistics, bioinformatics, with generation of large-scale single-cell and spatial transcriptomics data generated from patient cohort samples and various in vitro and ex vivo infection model systems. The candidates research focus has so far mainly been on HIV, however, he has recently also expanded his research to include Chikingunya, hepatitis B and C, and coronaviruses. The candidate had extensive post-doctoral training in various aspects of virology and immunology in international environments at two different universities: The Rega Institute, Leuven, Belgium, and the University of Oxford, UK (where he still holds a position as Honorary Visiting Research Fellow). In a short period of time, the candidate has also attracted a series of prestigious fellowships and awards (e.g. EU grants and establishment and consolidation grants for the Swedish Research Council). In addition, he has taken on leadership roles both within Sweden and internationally, resulting in independent research with several excellent publications. On an international level he has built a very effective collaboration with leading epidemiologists and researchers in USA, Canada, United Kingdom, Germany, Portugal, Kenya, Uganda, South Africa, Nigeria, Guinea-Bissau, Pakistan, and Japan. As part of this collaboration, he has provided mentorship and support for several talented junior investigators and has given annual workshops in phylogenetics and sequence analysis at several institutions, e.g. the Kenyan Medical Research Institute-Wellcome Trust Research Programme in Kenya. Joakim also represent Sweden in the European Society for Translational Antiviral Research since 2016. As spokesperson of the virus research teams at Lund University, the candidate is instrumental in the establishment of the Lund University Virus Center that will be officially inaugurated during 2022 (www.virology.lu.se). Taken together, the above listed assets of Joakim Esbjörnsson makes him an excellent candidate for the DDLS expert group within the area of Epidemiology and Infection Biology.

Candidate´s vision for the DDLS program

If selected as a member of the Epidemiology and infection biology expert group as part of the Wallenberg National Program for DDLS, I would strive to maximize interactivity and sharing of data and experiences between fellows within and between the DDLS networks. This will be instrumental to achieve synergistic effects that will help evolving ongoing projects, as well as fostering new exciting collaborations and cooperations within the program. I would also like to contribute to career planning and mentorship programs for DDLS fellows, post docs and PhD students within the program (something that I have previous experience from within Lund University). As group leader of the Systems Virology team at Lund University, focusing on omics and big data and working closely with four NBIS experts. coordinator of the executive board at the new Lund University Virus Centre (LUVC). leader of the recently established academia-society-industry cooperation network “PandA – Pandemics and Alertness”. and work package 2 leader for the Horizon 2020 “Science with and for Society” project EUGLORIAH born through the European Union Erasmus+ European University Alliance for Global Health (EUGLOH, https://www.eugloh.eu/) collaborative initiative between Lund University, Universite Paris-Saclay, Ludwig-Maximilians-Universität, University of Porto, and University of Szeged – aiming to foster cross-disciplinary research collaborations and maximizing support from facilities (e.g. MAX IV and ESS) between partner sites, I would like to contribute to discussions and evaluations on specific strategies and research profiles needed for research and cooperations at the highest level in the area of Epidemiology and infection biology.

Links to CV and list of top papers

https://www.scilifelab.se/wp-content/uploads/formidable/326/CV_Joakim_Esbjornsson.pdf

https://www.scilifelab.se/wp-content/uploads/formidable/326/10_selected_publications_Joakim_Esbjornsson.pdf

Proposer/s

Marianne Jansson





[bookmark: _Toc84424353]5. Peter Kasson

Uppsala University

Fields of Research

virology, emerging viruses, computational biology, biophysics

Motivation for the candidate

Deep experience in fundamental virology, pandemic risk assessment, simulation, and high-performance computing.  International network related to influenza and other emerging respiratory viruses as well as AI/ML in pharma and biotech.

Candidate´s vision for the DDLS program

Increased availability of sequencing, imaging, and other data sources has enabled new insights into pathogen emergence, mechanisms of infection, and host-pathogen interactions.  I would like to see DDLS catalyze a greater interchange between scientists who do forecasting or predictive models, scientists and public agencies who collect large-scale data, and traditional domain experts.  Linking real-time pathogen tracking to predictive modeling, linking pathogen evolution to host-pathogen interactions and clinical surveillance data are two examples of the synergies that could emerge.

Links to CV and list of top papers

https://www.scilifelab.se/wp-content/uploads/formidable/326/kasson-cv_se_nopubs.pdf

https://www.scilifelab.se/wp-content/uploads/formidable/326/10pubs.pdf

Proposer/s

 



[bookmark: _Toc84424354]6. Patrik Medstrand

Lund University

Fields of Research

Molecular epidemiology, viral diagnostics, Clinical Virology

Motivation for the candidate

The candidate, Patrik Medstrand, is Professor in Clinical Virology at Lund University and associated with the sequencing platform at Clinical Genomics Lund, a facility node to the SciLifeLab platform Diagnostics Development. His group has a long established and integrated collaboration with the Skåne University Hospital, including two infectious diseases clinics and regional clinical laboratories, including the SciLifeLab Centre for Molecular Diagnostics. Moreover, the candidate’s expertise, as witnessed by publications in prestigious journals, includes molecular epidemiology and virus diagnostics, where state-of-the-art microbiological and molecular techniques, such as NGS and diagnostic platforms, are used. Recently, the candidate has also engaged in the SciLife supported initiative to coordinate diagnostics and research on Coronavirus.

Taken together, the above listed assets of Patrik Medstrand, makes him an excellent candidate for the DDLS expert group within the area of Epidemiology and Infection Biology. /MJ and MLO

Candidate´s vision for the DDLS program

Under public health emergencies, such as the current COVID19 and HIV pandemics, it is has become evident that data sharing in both a timely and an accurate manner is of critical importance to accelerate knowledge sharing and to swiftly adopt public health responses. It has also become clear that preparedness towards epidemic challenges is pivotal and data driven life science will continue to make a huge impact for alertness in the in the area of epidemiology and infection biology. Thus, there is a great need for data driven life science research with a focus on pandemic and outbreak preparedness. Harmonisation of the many diverse data infrastructures is imperative and will facilitate access to infrastructure, fast response to data generation and open research data submission, which represent key components for the future of pandemic responses. The allocation of additional funding will impact DDLS in many research areas with a long-standing impact for research in Sweden, including the area of epidemiology and infection biology. /MJ and MLO

Links to CV and list of top papers

https://www.scilifelab.se/wp-content/uploads/formidable/326/CV_Patrik_Medstrand.pdf

https://www.scilifelab.se/wp-content/uploads/formidable/326/10_publications_Patrik_Medstrand.pdf

Proposer/s

Marianne Jansson and Martin L Olsson



[bookmark: _Toc84424355]7. Susanna Sternberg Lewerin

Swedish University of Agricultural Sciences, SLU

Fields of Research

Veterinary Medicine, Infection Epidemiology, Antimicrobial Resistance

Motivation for the candidate

I have a keen interest in future possibilities for data-driven research and its application in life science. I enjoy strategic and scientific discussions with colleagues from a range of different disciplines and believe I have the ability to focus on long-term goals and perspectives while respecting short-term practical implications. I have experience of strategic decisions on research and education in national and international contexts. The One Health approach and transdisciplinary research are important to me but i also see the importance of in-depth specialised research and education.

Candidate´s vision for the DDLS program

The program will generate new tools and new applications, inspire collaboration across different research areas and disciplines and contribute to solving the urgent and complex global problems in the field of life science. Applying a One Health approach and encouraging cross-disciplinary application of new knowledge and methodologies will foster a new generation of life science researchers with the ability to address complex issues in international collaborations.

Links to CV and list of top papers

https://www.scilifelab.se/wp-content/uploads/formidable/326/CV-Susanna-Sternberg-Lewerin.pdf

https://www.scilifelab.se/wp-content/uploads/formidable/326/10-publications-Susanna-Sternberg-Lewerin.pdf

Proposer/s

 



[bookmark: _Toc84424356]8. Staffan Svärd

Uppsala University

Fields of Research

Infection biology

Motivation for the candidate

Knowledge about Infection biology, omics, SciLifeLab, DDLS, pandemic preparedness , clinical microbiology

Candidate´s vision for the DDLS program

To unite Infection related research in Sweden around the DDLS Infectionbiology/Epi node via big data

Links to CV and list of top papers

https://www.scilifelab.se/wp-content/uploads/formidable/326/CV-Short-Staffan-Svärd-210924.pdf

https://www.scilifelab.se/wp-content/uploads/formidable/326/10-selected-publications-2021-SGS.pdf

Proposer/s

Staffan Svärd
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[bookmark: _Toc84428248]1. Christine Bacon

University of Gothenburg

Fields of Research

Plant molecular phylogenetics and systematics- Ecological and evolutionary patterns in time and space- Biodiversity and diversification- Conservation biology

Motivation for the candidate

Christine is a highly motivated newly appointed Associate Professor at our department. She has a key role in the Gothenburg Global Biodiversity Centre, which apart from being a strong collaboration between 13 biodiversity-related institutions in Western Sweden, also holds a vibrant and dymnamic research community in the field och biodiversity and systematics. The number of senior and junior academic staff, visiting scientists, post docs, PhD and and Master's students have been around 40-50 for about a decade now. Christine's own group in this community is among the most active, which can be seen from the output. She is very verbal, and has great abilities in influencing discussions, both the pure academic and more the practical matters, in a constructive manner and getting things into action. Christine is focused on ecological genomics working at the forefront of phylogeography, nicely blending phylogenetics, population genetics, and advances in DNA sequencing technology.. She has completed various projects using and developing Next Generation Sequencing tools to address questions related to glacial refugia in Amazonian palms, as well as examined ecological speciation.

Candidate´s vision for the DDLS program

I believe Christine may contribute significantly to the succesful implementation of the of the DDLS program for many reasons, where one important is her being a key person in on of Sweden's strongest research communities in the area of Evolution and Biodiversity.

Links to CV and list of top papers

https://www.scilifelab.se/wp-content/uploads/formidable/326/Bacon_CV.pdf

https://www.scilifelab.se/wp-content/uploads/formidable/326/Bacon_10Pubs.pdf

Proposer/s

Bengt Oxelman



[bookmark: _Toc84428249]2. Jacob Höglund

Uppsala University

Fields of Research

Evolutionary biology, conservation genomics, population genetics.

Motivation for the candidate

Höglund has a broad experience of a wide range of biodiversity and DDSL related fields, notably conservation genomics but also evolutionary genomics more broadly. He has an integrative and broad perspective on issues related to biodiversity and would therefore be an ideal candidate.

Candidate´s vision for the DDLS program

Human activities have led to an urgent biodiversity crisis. Once abundant populations have become small and fragmented and the number of species threatened by extinction steadily increases. When confronted with the problems of how to rescue such populations, conservationists face a number of issues relating to the genetics of small populations. Theory predicts an increase in genetic drift, the stochastic loss of genetic variants within populations. This process of random genetic drift overcomes that of selection in shaping allele frequency shifts, resulting in loss of genetic variation in small populations. Such reduced levels of genetic diversity, particularly at functionally important genes, impairs a population’s ability to adapt to future environmental challenges. Small populations also face the risk of random fixation of deleterious variants, a process known as ‘mutational meltdown’. Finally, small populations also experience increased levels of inbreeding, which often leads to reduced fitness among offspring, so-called inbreeding depression. All these processes reduce natality and increase mortality, reducing population size even further. This “the extinction vortex” prescribes the ultimate fate to fragmented and reduced populations. I see an important role for the DDSL in the intersection between the evolution of biodiversity, the genomics of biodiversity and conservation.

Links to CV and list of top papers

https://www.scilifelab.se/wp-content/uploads/formidable/326/Hoglund1.pdf

https://www.scilifelab.se/wp-content/uploads/formidable/326/Hoglund2.pdf

Proposer/s

Göran Arnqvist



[bookmark: _Toc84428250]3. Tanja Slotte

Stockholm University

Fields of Research

plant evolution, population genomics, polyploidization, hybridization, selection

Motivation for the candidate

Dr Slotte is widely recognized for her innovative genome-level analyses of key evolutionary phenomena in plants. Her papers include studies of hybridization, polyploidization and the evolution of mating systems, often targeting plants related to Arabidopsis, one of the most intensely studied model organisms in biology. Her research is published in top journals, including Molecular Biology and Evolution, PNAS, Nature Plants, Nature Genetics and New Phytologist.

Dr Slotte's research is funded by the Swedish Research Council and the European Research Council through a Starting Grant, among others. Her scientific excellence was recognized widely already early in her career. She was awarded an EMBO Long-Term Fellowship in 2009-2010, which she declined in favor of a position as Assistant Professor at Uppsala University. She is now at Stockholm University.

Dr Slotte is involved in numerous national and international collaborations and has a rich network that would benefit the DDLS program. With her strong background in population genomics and plant evolution, Dr Slotte covers some of the most important perspectives on the DDLS activities in evolution and biodiversity. She would be an ideal member of the DDLS expert group in this research area.

Candidate´s vision for the DDLS program

Within the field of biodiversity and evolution, access to large-scale data sets is rapidly increasing. Ecological data sets are increasing in size, through the use of continuous recording, high-throughput imaging and remote monitoring technologies. In evolutionary and ecological studies, rapid technological advances in new massively parallel sequencing technologies have dramatically increased the size and availability of data sets. Indeed, many large-scale de novo genome assembly projects are now underway, and whole-genome sequencing for population genomics is now routine in many species. Moreover, sequencing is also used in many new ways, for instance in environmental monitoring. 

A challenge that remains is to fully mine the information in these rich and complex data sets. New computational methods, including methods based on machine learning, hold great promise in this regard. For example, in population genomics, new methods combining simulations and machine learning have recently been developed to detect positive selection based on population genomic data. These methods not only outperformed classical population genetic methods, but were also more robust to population size change. This feat demonstrates the large advances that can be made using machine learning methods, even in areas that have long been the subject of intense methods development.

I view the DDLS programme as crucial for developing improved ways to more efficiently extract ecological and evolutionary information from new, large and complex data sets. This work will be essential to alleviate one of the now most prominent bottlenecks to scientific discovery – mining information from large data sets. 

In my view, building a research community around data-driven life science in biodiversity and evolution, including providing funding for recruiting and promoting exchange between skilled researchers and providing the required infrastructure for large-scale computational work to be successful, should be an essential part of the DDLS programme in biodiversity and evolution. The position as a DDLS area specific expert is interesting to me as it would allow me to contribute to the important goal of further developing data-driven life science research in biodiversity and evolution.

Links to CV and list of top papers

https://www.scilifelab.se/wp-content/uploads/formidable/326/Slotte_CV_2page.pdf

https://www.scilifelab.se/wp-content/uploads/formidable/326/Slotte_selected_publications.pdf

Proposer/s

Fredrik Ronquist



[bookmark: _Toc84428251]4. Courtney Stairs

Lund University

Fields of Research

Eukaryotic microbiology, Genomics, Phylogenetics, Evolution, Single-cell genomics, Mitochondrion Evolution

Motivation for the candidate

Despite her relatively young age, Dr Stairs has an impressive track record, with a number of papers in high impact journals (e.g., Nature, eLife, Nature Microbiology, Current Biology), she is widely recognized internationally in her field. She has obtained a prestigious EMBO long-term fellowship, a post-doctoral grant from the Natural Sciences and Engineering Research Council of Canada and a SciLifeLab Pushing Frontiers fellowship. Her current research is  funded by the Swedish Research Council, the Crafoord Foundation and the New Frontiers in Research Fund.

Dr Stairs is focused on studying the diversity and evolution of unicellular eukaryotes or 'protists', one of the remaining major frontiers in biology, and she is using the latest in genomics technology to do so. Her research also includes studies of Archaea and Bacteria. A unifying theme is the use of genomics to understand how microbes have evolved to interact with their environments and other microbes in oxygen-depleted niches. She takes a unique interdisciplinary approach, combining strong backgrounds in both Biochemistry and Evolutionary Genomics to tackle scientific questions from new perspectives.

With her unusually broad background, Dr Stairs would be bring many valuable assets to the DDLS expert group in evolution and biodiversity.

Candidate´s vision for the DDLS program

The candidate envisions the DDLS programme as a critical piece of intellectual infrastructure necessary to promote and retain Sweden’s research sector on the world stage. She believes that state-of-the-art research infrastructure requires state-of-the-art researchers to make the best use of the technology. She will therefore advocate in continued investment in the recruitment and retention of top-tier researchers and training initiatives to take advantage of the planned data-generation initiatives. She brings with her a large international research network of genomics researchers across a spectrum of research interests including data generation, phylogenetic analysis, software development and technological invention. These connections will be useful for establishing international collaboration and training networks to foster the DDLS program trainees.

Links to CV and list of top papers

https://www.scilifelab.se/wp-content/uploads/formidable/326/Stairs_2pageCV.pdf

https://www.scilifelab.se/wp-content/uploads/formidable/326/Stairs_10publications.pdf

Proposer/s

Fredrik Ronquist

[bookmark: _Toc84428252]5. Alexander Suh

Department of Organismal Biology, Uppsala University

Fields of Research

Evolutionary genomics, phylogenomics, comparative genomics, virus evolution, genomic conflicts

Motivation for the candidate

Alexander Suh is a group leader (docent) at Uppsala University and senior lecturer at University of East Anglia (UK). His research focuses on the molecular and genome evolution of animal species through genomic and (reverse) transcriptomic interactions with their genomic parasites, namely transposable elements, endogenous viruses, and B chromosomes. He is particularly interested in the following questions: 1) How do the highly diverse “genomic ecosystems” of genomic parasites influence the diversification of their animal hosts? 2) How are interactions between or among hosts and genomic parasites manifested on recent and deep timescales of genome evolution? 3) How much do we really know about the complexity of animal genomes and how much of it remains genomic ‘dark matter’?

His research group works at the forefront of evolutionary genomics research, as evidenced by over 50 million SEK in total grant funding (including an ERC-CoG), nearly two dozens of publications in high-impact journals, and regular advisory roles for NBIS/WABI/SciLifeLab with regards to genome assembly/annotation. His expertise on genome data generation/assessment of non-model organisms as well as annotation of non-coding regions (particularly repetitive elements and regulatory elements) is a key bottleneck in DDLS in Sweden and internationally, and has led to specialist roles in multiple consortia (Vertebrate Genomes Project, 10,000 Bird Genomes Consortium, Tuatara Genome Project) or even leadership roles (Germline-Restricted Chromosomes Consortium, International Crocodilian Genomes Working Group).

Candidate´s vision for the DDLS program

My vision for the DDLS program has two focal areas that reflect my 9 years of working in Swedish academia first as a postdoc (4 years) and then as a group leader (5 years):

1) Continuity of careers: The DDLS program has a unique chance to increase the ways Sweden can attract and retain global talent across all career stages. I am particularly interested in improving mentorship and career development for postdocs and junior group leaders, career stages where I have seen many highly talented colleagues get more long-term offers from abroad. The DDLS program will allow more continuity across those career stages which are essential for not only doing world-class science, but also for dealing with the ever-increasing sizes of datasets.

2. Scalability of analyses: Although sizes of datasets are increasing exponentially, certain aspects of the field of evolutionary genomics have yet to catch up. For example, genome assembly quality control and gene/repeat annotation curation are tedious and time-consuming endeavors that require specialist expertise (and often manual/visual inspection of the data). Importantly, automated approaches appear to be more noisy/tedious with increasing phylogenetic distance of an organism to a well-assembled/well-annotated model organism, thus rendering many comparative genomic analyses either infeasible or biased. My vision for the DDLS program is to initiate efforts to overcome these issues of scalability and specialist expertise through a combination of methods development (cf. deep learning) and strategic hires.

Taken together, the evolution and biodiversity aspects of DDLS in Sweden and internationally have two key bottlenecks that urgently need to be overcome: The scarcity of medium-term and long-term perspectives for researchers for establishing/retaining specialist expertise and the amount of noise in sequencing/annotation data particularly of non-model organisms. I am positive that these issues can be overcome by sheer scale and combination of talent of the DDLS program.

Links to CV and list of top papers

https://www.scilifelab.se/wp-content/uploads/formidable/326/Suh_2-page_CV_2021.pdf

https://www.scilifelab.se/wp-content/uploads/formidable/326/Suh_2021_10publications.pdf

Proposer/s

 



[bookmark: _Toc84428253]6. Erik Svensson

Department of Biology, Lund University, SWEDEN.

Fields of Research

Ecology and evolutionary biology

Motivation for the candidate

Strong scientific background with publications in leading scientific journals, including Current Biology, Nature, Nature Communications, Nature Ecology & Evolution, PNAS, Science, TREE. 

Internationally respected, revealed by being elected to many editorial boards (Evolution, Journal of Evolutionary Biology, PLOS ONE, Proc. R. Soc. Lond. B.) and international organizations (Faculty of 1000, Council of the European Society for Evolutionary Biology).

Strong documented supervision of highly successful PhD-students and postdocs, many of them females and many of which have established themselves as independent scientists and obtained leadership positions, within our outside Sweden (e. g. Drs. Jessica Abbott, Anna Runemark, Lesley Lancaster). 

Extensive documented leadership nationally and internationally, and strong scientific network. Main organizer of the biannual meeting "Evolution in Sweden" (Lund 2016) and "Speciation - from reproductive isolation to diversification (2005) and co-organizer of the International Behavioural Ecology Congress (ISBE) in 2012.

Unique and integrative research profile at the intersection between evolution and ecology. Uses both molecular, genomic, phylogenetic, ecological and organismal approaches.

Candidate´s vision for the DDLS program

The DDLS program has great potential to make Sweden an international "hot spot" for quantitative approaches to modern life sciences, including in ecology and evolution, and potentially attract many international students, postdocs and researchers to our country. In ecology and evolution, Sweden has a unique and strong research tradition, which is quite remarkable, given our country's small population size. 

I feel we could and should build on this strong tradition and use the DDLSnprogram also as a catalyst for further integration between traditionally separated research fields in Sweden such as molecular biology, evolutionary genetics, paleontology and ecology. I also think some research areas in Sweden could be further strengthened, such as evolutionary developmental biology through the DDLS program.

I wish to put my extensive scientific and research network within and outside Sweden to the service of the DDLS program. I would like to contribute to advice and help a new generation of young researchers to successfully establish themselves and achieve a strong international standing. 

I would also like to build a strong national research network between participants, e. g. by organizing national/international conferences and workshops promoting collaboration and integration between fields. This could partly be achieved by linking to the biannual "Evolution in Sweden"-meetings (where I have organized one), but also through separate meetings and more theme-based workshops. d

Links to CV and list of top papers

https://www.scilifelab.se/wp-content/uploads/formidable/326/CVErikSvensson.pdf

https://www.scilifelab.se/wp-content/uploads/formidable/326/PublicationListErikSvensson.pdf

Proposer/s





[bookmark: _Toc84428254]7. Ayco Tack

Stockholm University

Fields of Research

Ecology, evolution and biodiversity

Motivation for the candidate

Ayco Tack works on the multi-scale spatial and temporal distribution of biodiversity, thereby utilizing large data sets at the level of genes, species and communities.

Overall, he is broadly interested in how ecological and evolutionary interactions between plants, insects and microbes play out in a spatial setting. For this, he combines different approaches, such as massive, large-scale data collection (e.g. the insect biome atlas project) as well as targeted laboratory and greenhouse experiments.

Candidate´s vision for the DDLS program

The integration and state-of-the-art analysis of large data sets within the fields of ecology, biodiversity and evolution have the potential to revolutionize the field.

Links to CV and list of top papers

https://www.scilifelab.se/wp-content/uploads/formidable/326/Ayco-Tack_CV_DDLS.pdf

https://www.scilifelab.se/wp-content/uploads/formidable/326/Ayco-Tack_Ten-selected-publications_DDLS.pdf

Proposer/s

Henrik Cederquist



[bookmark: _Toc84428255]8. Matthew Webster

Uppsala University

Fields of Research

Genomics, population genetics, evolution

Motivation for the candidate

I have been excited about the possibilities for research opened up by SciLifeLab since its formation. I am an active user of the NGI genomics platforms in SciLifeLab Uppsala and Stockholm, which have been crucial for advancing my research into evolution and biodiversity. I have also been the recipient of two National Project grants from SciLifeLab in the biodiversity category to perform genome sequencing. Collaboration with SciLifeLab scientists and bioinformaticians has enabled me to execute several large-scale data-driven projects, including for example the generation of the honeybee reference genome using multiple long-read sequencing technologies. I am therefore very enthusiastic about the opportunities provided by the KAW-DDLS initiative to expand research into genomics and bioinformatics, particular in relation to the study of biodiversity, and would happy for the chance to advise this program.

I am actively involved with members of NGI and the research community in Sweden to develop a Swedish node of the Earth BioGenome Project (EBP), which is an international project to sequence all multicellular eukaryotes on Earth, and am a member of the steering committee for this effort. Together with profs. Kerstin Lindblad-Toh, Leif Andersson, Love Dalén and Anna Rosling, I am the recipient of a VR infrastructure grant to develop biodiversity genome sequencing at SciLifeLab. This project would be based at SciLifeLab and requires further developing the workflows at NGI for high-quality genome sequencing and assembly. In addition, I am part of EU-wide discussions to establish a European (and Swedish) node for the EBP based on anticipated upcoming funding from EU Horizon 2020. These activities are highly synergistic with the KAW-DDLS initiative and I am motivated to utilize this opportunity to improve the quality and scale of genomics and bioinformatics at SciLifeLab.



I am experienced in working as part of academic committees and currently am a member of the Vetenskapsrådet NT-C Evolutionary Biology and Genetics committee and the SciLifeLab WABI long-term bioinformatics support committee. I am co-organizer of the next SciLifeLab summit on Genomics and Biodiversity.

I have been participating in a discussion group together with representatives of TekNat and MedFarm regarding how bioinformatics education at UU will be developed in relation to the KAW-DDLS initiative. We are working to develop a multidisciplinary masters-level program in bioinformatics connected to the initiative. In addition, I would also be interested in helping to develop a graduate school for PhD students connected to the DDLS programme. In general, I think a strength of SciLifeLab that will be further improved by this initiative is to foster more collaboration in research and teaching between natural science and medical faculties.

In summary, I think the KAW DDLS initiative provides some great opportunities for SciLifeLab to develop both research and teaching in the application of big data to evolution and biodiversity and I would be excited to be part of specific expert group to help to direct these efforts. My research profile and experience in academic committees and initiatives makes me an ideal candidate.

Candidate´s vision for the DDLS program

My research career has focussed on using genomics and bioinformatics to understand evolution and biodiversity. I would be delighted to work towards developing a national research program for evolution and biodiversity as part of a DDLS specific expert group.

I'm particularly keen to help develop SciLifeLab to become the leading platform for genome sequencing for biodiversity in Europe. As genome sequencing technologies have improved in both quality and capacity, there are now several initiatives underway to generate high-quality genome assemblies for huge numbers of eukaryotic species. These initiatives are connected to the Earth BioGenome project to sequence all eukaryotic life on earth and the Darwin Tree of Life project at the Sanger Centre to sequence all UK species. I'm connected to several initiatives aimed at advancing these goals and am co-applicant on a VR project to develop the infrastructure of SciLifeLab for biodiversity sequencing. 

As one of the largest genomics platforms in Europe, SciLifeLab is well-placed to become the leading centre for biodiversity sequencing in Europe. This would also spur additional research and collaborations in the large evolution and biodiversity research community throughout Sweden. Applying large-scale genome sequencing will allow the field of conservation genetics to shift focus from iconic mammals to species such as insects that comprise vital components of ecosystem, but which have experienced alarming losses in numbers and biodiversity.

Key aspects of these initiatives are that they should follow FAIR practices, and be linked to biobanking and depositing of voucher specimens. There is also potential for connections with AI researchers in monitoring and species identification applications using image analysis. Such initiatives provide links between the DDLS program, researchers at all Swedish universities and associated museums, stakeholders and policy makers.

I believe that PhD education in Sweden would be greatly improved by establishment of a graduate school in DDLS teaching, which allows students to take courses, gain relevant skills and get experience in research before making a final decision of supervisor. This is similar to the PhD system in the USA, which produces highly-skilled and accomplished PhDs. An important aspect of courses offered as part of the DDLS program is that they can be cross-disciplinary, in the sense that skills in data analysis are easily transferrable to multiple fields. I've developed and run courses in bioinformatics and programming at SciLifeLab in the past and teach these subjects in my department at UU. I'm also involved in developing a new master's program at MedFarm with a focus on DDLS. 

The DDLS program is a great opportunity to further engage with stakeholders and policy makers in the field of biodiversity and nature conservation. I have strong contacts with Naturvårdsverket, who are funding my group to perform a survey of genome diversity in mountain bumble bees in Sweden (2 Mkr). I also have contacts with Calluna, who are the largest environmental consultancy in Sweden and responsible for species inventories and research. Fostering these contacts will promote synergies allowing SciLifeLab to become directly involved in biodiversity projects at the governmental level and in the private sector. This will enable biodiversity research at SciLifeLab to have direct influences on nature conservation and influence policy decision making in this area.

Links to CV and list of top papers

https://www.scilifelab.se/wp-content/uploads/formidable/326/webster_cv_DDLS_2021.pdf

https://www.scilifelab.se/wp-content/uploads/formidable/326/MattW_10pubs.pdf

Proposer/s

Leif Andersson











image1.png

*1J ScilifeLab






image2.png

SCiLy%Lab
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A3P Biomedical AB, Uppsala University (IGP), Ridgeview Instruments AB

Fields of Research

Multiparameteric Diagnostic Methods, Time-resolved data analysis in biology and medicine (predicting substance use re-lapse, drug target interactions)

Motivation for the candidate

Karl Andersson is an excellent scientist, a innovative engineer and an visionary leader. I have worked closely with him and have witnessed first hand his process of converting abstract potential to actual, extraordinary gain for patients and researchers. I therefore gladly nominate Karl to the DDLS research area specific expert groups.

Candidate´s vision for the DDLS program

Karls vision is to lead data driven science into practical and reliable applications for the end user. To overcome barriers that often hinder excellent concepts from actual implementation or reduces their effectiveness.

Links to CV and list of top papers

https://www.scilifelab.se/wp-content/uploads/formidable/326/210913__CV-of-Karl-Andersson_wIP_2pg.pdf

https://www.scilifelab.se/wp-content/uploads/formidable/326/Karl_Andersson_Top_Papers.pdf

Proposer/s

Mats Wallden



[bookmark: _Toc84418348][bookmark: _Toc84432543]2. Panagiotis Baliakas

Dept of Immunology, Genetics and Pathology, Uppsala University. Clinical Genetics, Uppsala University Hospital

Fields of Research

Molecular genetics of hematological malignancies

Motivation for the candidate

Panagiotis Baliakas, specialist is hematology and clinical genetics, is currently working at the Clinical Genetics department at Uppsala University Hospital as the medical director of the diagnostic hematology laboratory. He is also the leader of a recently funded research group at the department of Immunology, Genetics and Pathology at Uppsala University, with his main interest being the molecular characterization of hematological malignancies. He defended his thesis “Reappraising prognosis in chronic lymphocytic leukemia” in 2016, receiving the prize of the “Thesis of the year” by the Swedish Hematology Association. He has until now participated in 51 publications in high impact-factor journals as Blood and Lancet Haematology, being the first author in 17 of these articles.

His research during the first 5 years focused on chronic lymphocytic leukemia (CLL) and the translation of research findings in the clinical setting. He was the first to demonstrate the clinical significance of stereotypy in CLL while he has also provided proof on the genomic aberrations that are used today in order to design clinical trials and dictate treatment in CLL. His work has been acknowledged and cited in the recently updated classification of world health organization (WHO) for lymphoid neoplasms, as it has contributed in a new risk stratification and adjustment of the treatment algorithm in CLL. Moreover, he has recently proposed a novel risk-classification based on genomic complexity that is currently under validation in ongoing clinical trials.

The last three years he has been extremely active in the field of hematological malignancies with germline predisposition, being the first author of the first European guidelines for the management of these entities. He is currently the national leader for developing and implementing of new strategies to investigate, diagnose, and treat patients with myeloid neoplasms with germline predisposition as well as for implementing NGS in the routine diagnostics of myeloid malignancies. He has also excellent international connections with the world leaders in the field. He is the principle investigator in the first prospective clinical study on myelodysplastic syndrome (MDS) and acute myeloid leukemia (AML) with germline predisposition, a national study that is coordinated by Uppsala University and the department of Clinical Genetics at Uppsala University Hospital. Panagiotis has been pivotal for the development of the Hematology Diagnostic Laboratory in Uppsala into a nationally leading laboratory.

Last but not least, Panagiotis is highly active in the education of medical students regarding genetics and hematology participating in 5 courses for medical students at Uppsala University, while he is also actively involved in courses for the education of residents in hematology in both national and international level.

He is a typical example of a young scientist with both research and clinical experience whose work in the research field is directly linked to the clinical reality providing the grounds for the optimization of the management of the patients with hematological malignancies in line with the concept of precision medicine.

Candidate´s vision for the DDLS program

In hematological malignancies, the genetic characterization of the malignant clone is one of the most helpful endeavors in setting the diagnosis, choosing the optimal treatment and planning the follow up of the patients. The recently updated European Leukemia Net (ELN) guidelines as well as the latest World Healh Organisation (WHO) classification of myeloid and lymphoid malignancies have highlighted the importance of a comprehensive genetic and molecular profiling in hematological cancer, raising new challenges for the management of these patients in the everyday clinical practice. This novel reality has changed the standards in the diagnostic field demanding high scientific competence and subspecialized knowledge. For the time being application of precision medicine is challenging as in many occasions it may be overcome by the lack of resources or due to high costs. It is therefore imperative to provide solid, cost-effective and accurate diagnostics available for everyone within reasonable timeframes. My personal vision is to establish the necessary routines in order to ensure trustworthy diagnostics and in collaboration with the clinicians to optimize the management of patients with hematological malignancies.

Links to CV and list of top papers

https://www.scilifelab.se/wp-content/uploads/formidable/326/CV_Panagiotis-Baliakas.pdf

https://www.scilifelab.se/wp-content/uploads/formidable/326/publication-lista_10-papers_Panagiotis-Baliakas.pdf

Proposer/s

Tatjana Pandzic



[bookmark: _Toc84418349][bookmark: _Toc84432544]3. Magnus Boman

KI-LIME and KTH

Fields of Research

Self-supervised machine learning, diagnostic development, precision medicine, precision psychiatry

Motivation for the candidate

Magnus Boman has been surveying and developing AI work at Karolinska Institutet (KI) by his work in the AI@KI project since 1 Jan 2020. He has been critically reviewing the needs,

challenges and opportunities for recently developed and future AI technology there, making researchers aware of the latest ethically sound technological advances, and addressing the task of turning successful and externally validated research into clinically relevant tools and insights. In his recent reporting to the President of KI, it was agreed that future AI work at KI, including some clinical work at Karolinska university hospital, should largely be supported within the precision medicine work already ongoing. For AI-assisted and data-driven research and education, precision medicine (PM) is the natural programme to turn to for realisation, deployment and validation.

Substantial opportunities to improve patient and clinical team outcomes, reduce costs, and

support population health are afforded by AI. Current data generation greatly exceeds human cognitive capacity to effectively manage information, and AI is likely to have an important and complementary role to human cognition and to interpret the output of new sensor and monitoring technology. Recent innovations in AI have shown high levels of accuracy in imaging, for example, making them suitable for diagnostics, in tandem with human decision making. 

Boman is also on the Precision Medicine Task Force since 1 Feb 2021, where he is involved with the information technology infrastructure for realising PM, but chiefly his work resides within diagnostic development. /AM and AG

Candidate´s vision for the DDLS program

AI has become central to precision diagnostics. With the deployment of supervised machine learning methods for analysing standardised (DICOM) images now established, the next step is to move to other modalities. Precision medicine is turning into multimodal patient stratification. With collaborators and students, Magnus Boman has developed and used combinations of unsupervised and supervised methods for this purpose. His aims include to (i) enable KI to become the best possible academic medical research institution, given its unique data resources and its quickly growing competence and interest in AI-assisted and data-driven research and education, and (ii) enable the Karolinska university hospital to become an ideal university hospital for turning AI results into clinically actionable insight, with ethical and impactful deployment.

Healthcare is sometimes said to lag behind the process- and manufacturing industry when it comes to AI deployment by a few years, but the situation is highly variable, with pockets of healthcare applications well beyond state-of-the-art. There are huge differences even within imaging. Molecular imaging in particular is an application area in relatively fast development, with results and impact to match the most successful examples from other industries. Pattern matching and regression estimation are crucial to healthcare-related estimations and predictions and often pass as ‘AI methods.’ With few exceptions, however, discriminant analysis and other forms of Fisher paradigm statistics suffice for such tasks. By contrast, AI is concerned with structures for learning. Pattern matching then turns into the harder problem of learning a rule for separating data of different categories, using examples, for classification purposes. Reusing rules learned becomes possible via transfer learning: applying a generalisable rule to another patient population, for example. It is this 21st century notion of AI that is envisioned here, one that goes beyond the important but fully understood pattern recognition and matching, landing in studies of the structures learned by an automated system and of how these structures can be generalised and reused. This kind of automated system is often called a learning machine. Such a machine learns over time and over task to predict, classify and cluster with increasing sensitivity and specificity—typically formulated in terms useful to the clinic, such as Youden’s Index—sometimes requiring deep learning techniques to master highly complex tasks

A recent example would be a learning machine understanding natural language. It could predict behaviour based on symptomatics: patient stories or trajectories. Such trajectories include for example patient-generated text, filled out questionnaires, anamneses, and health records. In particular the latter can lead to a major advance in clinical care. Not only is there a wealth of data already in digital form, the international joint dataset of electronic health records is growing extremely fast. To transform this knowledge that potentially improves care as well as prevention substantially is a planetary concern, as it addresses several sustainable development goals in one go. So-called transformers—contextualised semantic structures pretrained on millions of sequences of words—can assist with such tasks. A simple example would be predicting the answer to the next question posed to the patient during a treatment, analysing the impact of the difference between what was predicted and what was written, to the treatment and to the patient. The text analysed need not be proper English or any other natural language, but could be a selected alternative from a drop-down menu or metadata such as when a question was answered or in how many words. The transformer uses a deep learning artificial neural network architecture for creating an embedding of all syntactic text into a high-dimensional semantic space. This can be thought of as a vector space with properties of the vectors coding the meaning of the words and sentences. The context of a sentence or a word is defined by a so-called attention mechanism that determines what surrounding text is relevant to take into account. Transformers were only recently introduced but to build, train and analyse their output constitutes an active area of R&D, thanks to the astonishing performance on tasks like sentence prediction (including translations between languages). /AM and AG

Links to CV and list of top papers

https://www.scilifelab.se/wp-content/uploads/formidable/326/Boman-CV-twopager-DDLS-Anna-Sep-2021.pdf

https://www.scilifelab.se/wp-content/uploads/formidable/326/Boman-10-publications-DDLS-Anna-Sep-2021.pdf

Proposer/s

Anna Martling and Anders Gustafsson



[bookmark: _Toc84418350][bookmark: _Toc84432545]4. Gunnar Cedersund

Linköping university

Fields of Research

Integrative systems biology, digital twins, mechanistic and hybrid modelling

Motivation for the candidate

I am leading a research group of 20+ people at Linköping university, devoted to the development of digital twins, i.e. physiologically based computer models of a patient. These twins are unique in the world, since they both describe intracellular details within each organ model, and the cross-talk between the organ models. The models also differs from almost all other computationally based researchers in Sweden, since they describe mechanistic, dynamic processes, i.e. are not bioinformatics or machine learning models. However, these mechanistic ODE-models are  integrated with both bioinformatics and machine learning models, using our innovative hybrid modelling approaches. This means that we can simulate, on a personal level, how a patient will respond to e.g. a change in diet, to exercise, or to certain medications, both on a short- and long-term timescale, and both intracellularly and on the whole-body level.

The models for the different organs have been developed over 20+ years together with a large number of experts in Sweden and internationally. In these collaborations, I help the experimental and clinical researchers to understand the data using modelling, to plan new experiments to validate and refine the models, and finally to integrate the resulting sub-models into the whole-body picture. Nowadays, I am also doing experiments in my own lab, both pre-clinically and clinically. I am also working closely together with clinicians, AstraZeneca, and eHealth companies to make my digital twins useful for endusage in  Precision medicine. 



Ongoing funding from e.g. VR-M, VR-NT, KAW, SciLifeLab, SSF, ELLIIT, H2020, AstraZeneca, VINNOVA, etc. Reviewer for VR, CEO and founder of the spinoff company SUND.

Candidate´s vision for the DDLS program

I think that the DDLS program should not only be just a collection of individual, strong research projects. I would also like for Sweden to take a leading position in the integration of not only data, but of resulting computational models and insights. This could make Sweden nr 1 in the world in this research field, and also provide much value to both Swedish healthcare and to a new emerging eHealth-centred healthcare eco-system.

Links to CV and list of top papers

https://www.scilifelab.se/wp-content/uploads/formidable/326/CV-Cedersund-DDLS-committee.pdf

https://www.scilifelab.se/wp-content/uploads/formidable/326/DDLS-committee-2021.pdf

Proposer/s

 



[bookmark: _Toc84418351][bookmark: _Toc84432546]5. Martin Eklund

Department of Medical Epidemiology and Biostatistics, KI

Fields of Research

Prediction. AI-assisted histopathology. cancer screening. cancer treatment

Motivation for the candidate

The overarching aim of Martin Eklund’s research is to develop personalized, high-precision cancer management systems to reduce prostate- and breast cancer mortality as well as the negative side effects of today’s imprecise diagnostics and treatment selection. To achieve this, he has constructed an ambitious research program spanning biomarker validation and implementation, prediction modeling and artificial intelligence, translational medicine, and clinical trials. Dr. Eklund has shown outstanding leadership and ability to be at the international research forefront by being a PI and co-PI of a number of innovative clinical trials to improve diagnostics and treatment of both prostate- and breast cancer, as well as with his exceptional publication record. Dr. Eklund has been instrumental in the development of the Stockholm3 blood test and its combined use with magnetic resonance imaging and artificial intelligence assisted prostate pathology – advancements that can impact millions of men’s lives round the world by dramatically improving prostate cancer diagnostics and treatment selection.

Dr. Eklund possesses innovation, organizational, leadership, and executional skills and has shown extraordinary ability for tackling important cancer research challenges in the precision medicine era. /MC and PM

Candidate´s vision for the DDLS program

The applicant’s vision for the DDLS precision medicine program is to enable integration of clinical care and clinical trials using novel epidemiological methods and solid study designs to cost-effectively use large scale data and multivariable prediction models and AI to drive down the mortality of diseases by tailoring prevention, screening, and treatment. /MC and PM

Links to CV and list of top papers

https://www.scilifelab.se/wp-content/uploads/formidable/326/CV_short_Eklund.pdf

https://www.scilifelab.se/wp-content/uploads/formidable/326/Eklund_10_important_publications.pdf

Proposer/s

Mark Clements and Patrik Magnusson



[bookmark: _Toc84418352][bookmark: _Toc84432547]6. Stefan Enroth

Dept. Imunology, Genetics and Pathology. Uppsala University

Fields of Research

Biomarker detection for gynaecological cancers.

Motivation for the candidate

Enroth’s current research aims at characterizing and understanding factors that influence abundance levels of human proteins and using this knowledge to develop personalized models for biomarker discovery in non-communicable diseases, especially gynecological cancers, and for prediction of individual characteristics from plasma protein profiles. He also investigates possibilities and limitations of sampling methods such as self-collected dried blood spots in relation to protein biomarkers. 

Enroth’s research has been data-driven since 2005, constantly evolving with the use of high-throughput omics-technologies coupled with machine-learning to gain insight from large scale biological data. Enroth is also a strong advocate of data-sharing and re-use of public data. As an example of this, his entire PhD-thesis (2010) was based on re-analysis of publicly available sequencing data gaining both technical and biological insights.  

Enroth has published extensively on high-throughput analysis of DNA, RNA and protein data in relation to human health and disease. His current publication list includes over 80 articles with over 13,000 combined citations. Notable recent works includes the first scientific use of the proximity extension assay (PEA) in a large cohort (Enroth et al, Nature Communications, 2014), comparisons of proteomics in self-collected dried blood spots vs. assisted phlebotomy (Broberg et al, BioEssays, 2021) and development of a 11-protein biomarker risk-score for ovarian cancer (Enroth et al, Communications Biology, 2019). 



As an undergraduate, Stefan Enroth studied civil engineering with specialization in information technology at Uppsala University and École Normale Supérieure, Lyon, France. After working in the industry with machine learning in wearable computers, he came back to academia and defended his PhD in Bioinformatics at the Disciplinary Domain of Science and Technology, Uppsala University in 2010. He was promoted to Associate Professor (Docent) of Computational Genomics at the Disciplinary Domain of Medicine and Pharmacy, Uppsala University in 2014.

Candidate´s vision for the DDLS program

In my research I’ve struggled with poorly annotated samples, incomplete description of data and analyses in published papers, difficulties in combining data based on (unknown) pre-analytical variation and unrealistic expectations on small datasets. 

One of my major hopes and wishes for the DDLS-program is to provide knowledge and resources to the research communities so that we are better equipped in the future. This includes providing easy pipelines for data re-use including both sharing and accessing (searching) multiple kinds of data in relation to relevant end points. This also includes accurate descriptions ensuring reproducible results. By introducing these concepts early, e.g. for today’s PhD-students, it will be easier in the future. In practical terms, one could imagine collaboration with selected scientific journals allowing for separate publication tracks for PhD-students performing “reproduced research” of an already published paper. This will strengthen both the journal (if the results are the same) and the student.  

My second main vision lines within how current precision medicine assumptions can be brought to the future. With more and more responsibilities being transferred to the individual, non-invasive self-sampling for e.g. screening or diagnostics would be an attractive and cost-efficient addition to site-based healthcare. In my own experience, moving from controlled laboratory conditions to real-world circumstances requires very robust signals and, in some, cases completely different approaches. Therefore, I would like to see calls and area topics connecting high-throughput data-driven approaches to alternative sample types such as for instance self-collected dried blood spots.

Links to CV and list of top papers

https://www.scilifelab.se/wp-content/uploads/formidable/326/enroth_CV_sep2021.pdf

https://www.scilifelab.se/wp-content/uploads/formidable/326/top10publications.pdf

Proposer/s
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Linköping University

Fields of Research

Forensic Sciences and Pharmacogenetics in Oncology

Motivation for the candidate

Professor Henrik Green has worked with precision medicin in Oncology the last 20 years and has extensive experience in using MPS data to identify new genetic markers for different phenotypes. He has also been working in the field of forensic research and are establishing the field of post-mortem metabolomics using DDLS. He is also the chairman of the strategic research area in forensic sciences at Linköping University, a translational research network and effort.

Candidate´s vision for the DDLS program

My vision of the DDLS program is both to expand the excellens of developing new methods for handling Big Data, but also to get a better understanding of the biology behind the research questions. We will come so much further if we can use intelligent designs and a scientific basis for the work. An emphasis on moving the DDLS work closer to the biological/clinical questions within Life Sciences.

Links to CV and list of top papers

https://www.scilifelab.se/wp-content/uploads/formidable/326/CV-2-pages-Henrik-Green.pdf

https://www.scilifelab.se/wp-content/uploads/formidable/326/10-publications-Henrik-Green.pdf

Proposer/s





[bookmark: _Toc84418354][bookmark: _Toc84432549]8. Anna Hagström

Department of laboratory science, section of Clinical Genetics, Lund University

Fields of Research

Understanding the mechanisms of hematopoietic cell transformation, clonal evolution, and therapy resistance using a combination of genomics and functional modelling

Motivation for the candidate

The candidate has a strong track-record in genomics with high impact papers in Nature Genetics, Cancer Cell, Nature Communication’s and Leukemia. In 2008, when joining St. Jude’s Children’s Research Hospital for her postdoctoral training, she had a leading role in The Pediatric Cancer Genome Project (PCGP). PCGP was one of the earliest early cancer genome projects and was initiated by St Judes and the Genome Centre at Washington University. Within PCGP, the candidate led the efforts on infant leukemia, seminal work published in Nature Genetics in 2015 (cited 325). In 2012, she returned to Lund, to start a highly competitive research program with a strong focus on genomics, also at the single-cell level, as a tool for improved understanding of the biology of leukemia as well as for making an impact on future clinical diagnostics. 

The candidates work has allowed her to become an internationally acknowledged expert in the field of genomics and she is part of a Leukemia and Lymphoma Biology Group in the Nordic countries, Genomics Medicine Sweden, the Interregional Childhood Oncology Precision Medicine Exploration initiative, and is one of the heads for a strategic network for hematology within Lund University Cancer Centre (LUCC), an umbrella organization within Lund university for cancer research, acknowledging her senior position. She has fruitful collaborations within USA and Europe and co-founded a multidisciplinary leukemia research group of researchers and bioinformaticians from Sweden and Finland. Earlier this year the candidate was appointed vice Director of The Centre for Translational Genomics, a local infrastructure providing expertise and service in next generation sequencing and which is one of four facilities within the Diagnostics Development platform within Science for Life Laboratory (SciLifeLab). The candidate also served as a Member of the Steering group for the National Genomics Infrastructure at SciLifeLab during 2020.

Candidate´s vision for the DDLS program

I am an associate professor, a senior lecturer, and group leader at the division of Clinical Genetics, Lund University. My research focuses on understanding the mechanisms of hematopoietic cell transformation, clonal evolution, and therapy resistance using a combination of genomics and functional modelling. 

The huge leap forward in data driven life science the last few years, accelerated by the introduction of next generation sequencing technologies and other omics technologies, has led to significant improvement in our understanding of the biology of cancer and to improved clinical diagnostics. I have followed the development in the field closely since I took part in the Pediatric Cancer Genome Project (PCGP), one of the earliest cancer genome projects in the USA, during my postdoctoral training in 2008-2011. Within my own research, I continue to use cutting edge technologies to provide groundbreaking discoveries into leukemia development. Within this work, we contribute to the enormous amount of data that is generated around the world by generating a significant amount of genomic data. Working in this field, I recognize the need for both methods development as well as for a community that can serve as a platform to make data available for other researchers. I strongly believe that this will maximize the impact of generated genomics data on future clinical diagnostics and treatment. Thus, my vison is to help facilitate data driven life science for improved cancer diagnostics in health care.

Links to CV and list of top papers

https://www.scilifelab.se/wp-content/uploads/formidable/326/Curriculum-Vitae-Hagstrom.pdf

https://www.scilifelab.se/wp-content/uploads/formidable/326/10_selected-publications-A_Hagstrom.pdf

Proposer/s

Martin L Olsson



[bookmark: _Toc84418355][bookmark: _Toc84432550]9. Johan Hartman

Dept of Oncology and Pathology, Karolinska Institutet

Fields of Research

Molecular pathology in Cancer, Precision Cancer Medicine, AI tools for Image analysis

Motivation for the candidate

Hartman is perfectly suited for the DDLS expertgroup on Precision Medicine with his background in innovative molecular and functional  pathology, in usage of AI for pathology image analysis and a special task to partcipate from the clinical side in reorgamizing the biobanking in Stockholm.

Candidate´s vision for the DDLS program

DDLS should be made the engine in the future development of the health care system as two-way approach to translational research in biomedicine. data for biomarker discovery, large health data for analysis. The link to clinical medcine is something H would look after strongly

Links to CV and list of top papers

https://www.scilifelab.se/wp-content/uploads/formidable/326/CV-Hartman-Sep-2021.pdf

https://www.scilifelab.se/wp-content/uploads/formidable/326/Ten-selected-publications-2021.pdf

Proposer/s

Ingemar Ernberg



[bookmark: _Toc84418356][bookmark: _Toc84432551]10. Gisela Helenius

Örebro University, Institution of Medical Sciences

Fields of Research

HPV induced cancer and liquid biopsies in cancer

Motivation for the candidate

Gisela has long experience of precision medicine in clinical molecular diagnostics working with molecular pathology in solid tumors. She has combined her work in molecular diagnostics with clinical research focusing on different aspects of precision medicine and also built up GMC Örebro and more recently the  regional unit Clinical Genomics Örebro.

Candidate´s vision for the DDLS program

Her vision is to bring precision medicine to the patient by combining clinical research and innovation, and, through collaborative efforts, work to also integrate other data types beyond genomics.

Links to CV and list of top papers

https://www.scilifelab.se/wp-content/uploads/formidable/326/cv_helenius.pdf

https://www.scilifelab.se/wp-content/uploads/formidable/326/publikationer_helenius.docx

Proposer/s

Mia von Euler
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IGP, Uppsala University

Fields of Research

Medical Genetics

Motivation for the candidate

Associate professor Åsa Johansson is employed as senior lecturer at the Department of Immunology, Genetics and Pathology (IGP), Uppsala University. 

In her previous and ongoing research, she has focused on statistical and bioinformatical analyses of molecular data from large cohort studies. While her previous research has aimed to identify risk factors for complex human diseases and quantitative phenotypes, her ongoing research is more focused towards precision medicine applications for complex diseases. She has experience in working with several types of large-scale omics data, including genetics/genomics (short- and long-read sequencing and SNP arrays), transcriptomics, epigenomics, metabolomics, lipidomics, as well as proteomics.

Dr. Johansson has already several engagements in relation to DDLS and/or precision medicine, including being co-chair for the complex disease working group of Genomics Medicine Sweden (GMS), being member of the SciLifeLab Precision Medicine panel that are assigned to develop the main strategies and action items for SciLifeLab within precision medicine, and she is leading the developmental work of a new master program in precision medicine/DDLS at Uppsala university. 

She is also part of the AI4research initiative at Uppsala university that strives to expand the use of artificial intelligence (AI) to a broader set of research fields, and is collaborating closely with NBIS, partly as PI for a joint method developmental project (SciLifeLab TDP project). 

Since starting her own research group at IGP, Dr Johansson has successfully supervised/mentored several researchers, post docs, PhDs and undergraduate students. Two of her former post docs are now striving to build up their own independent research careers at IGP, partly with their own research funding, and others have permanent positions as bioinformaticians (inducing one at NBIS). Dr. Johansson is also an internationally leading scientist in her field with several recent articles as last author in high impact journals, including: Nature Medicine, Nature Communications, American Journal of Psychiatry, and Cancer Research. 

Altogether, Dr. Johansson would be an ideal candidate, and we are happy to nominate her to the DDLS research area specific expert group in precision medicine and diagnostics.

Candidate´s vision for the DDLS program

With a background in molecular epidemiology and complex diseases, I definitely see precision medicine applications for complex diseases as one of the main challenges for the next ten years. Many precision medicine applications, that are in clinical use today, are focusing on rare/familiar disease and tumours. However, a majority of the patients that could benefit from precision medicine, are not targeted in the current clinical efforts. Therefore, expanding precision medicine to complex diseases, would dramatically increase the number of patients that will benefit from precision medicine in the future. However, due to the heterogeneity between patients, data-driven approaches for complex disease requires extremely large cohort sizes, larger than are available/can be collected within single research groups/clinics in Sweden. 

Within the next years it is likely that we will see a dramatic increase in precision medicine applications internationally, and it is therefore of high importance that Swedish researchers stay up to date with what is happening internationally. Several countries have already undertaken large national initiatives to characterize the molecular aspects of complex disease. With regards to DDLS, there is an enormous amount of large-scale molecular (omics), imaging, and health-related data available through different national and international initiatives, including data from different biobanks/cohort studies. I think it is important to inform (for example through invited speakers to seminars/workshops) young scientists (PhDs, post docs, and fellows) about the opportunities for doing high quality research with available, easy to access dataset. 

Another important step in the work towards improve precision medicine research in Sweden would be to connect researchers from different locations (universities, hospitals and industry), and make a joint effort for increasing the quality of the research that, in the future, can be implemented into the healthcare. It would also be important for researchers to connect across the different research fields, with a common interest in large-scale data analyses, precision medicine and diagnostics. My vision would be to bring the different (partly overlapping) initiatives, DDLS, SciLifeLab and GMS, closer together working towards a joint goal of improving the precision medicine applications (new molecular/imaging techniques together with new analytical approaches) available for a large set of patients (new disease groups, including the complex diseases). Translating new data-driven approaches into the healthcare is challenging, and requires a strong collaborative effort for success.

Links to CV and list of top papers

https://www.scilifelab.se/wp-content/uploads/formidable/326/CV_Åsa_Johansson_2021_09_2pages.pdf

https://www.scilifelab.se/wp-content/uploads/formidable/326/Publications.top10-1.pdf

Proposer/s

Tobias Sjöblom
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Department of Medicine (Solna) Karolinska Institutet

Fields of Research

Clinical medicine, epidemiology, immunology, clinical trials. genetics, gene-environment interactions and use of big data and data-driven sciences for the understanding of etiology, molecular pathogenesis and options for therapy and prevention of complex diseases

Motivation for the candidate

- Extensive experience of leadership of large international consortia (EU,IMI, industry-academia) in the area of immune-mediated diseases, mainly rheumatic diseases

- Extensive experience of evaluation of international grants (including 4 years in the ERC committee for advanced grants (immunology subcommittee), presently SAB for Kennedy Institute (Oxford) and 2 large UK consortia

-Networks in international academia and pharma (previous and present member of many ipharma SABs for clinical trials and more)

Own research with many international collaborations and previous students with leading positions in various places in the world. awards include the Crafoord prize (KVA) 2013 and the Söderberg Prize (SLS) 2010 and Forska Sverige award 2013 and a few additional international ones. ERC senior grant 2010-2016 and continued VR and other grants.

-Own research and production in the fields of clinical medicine, immunology, genetics, clinical trials and prevention of disease. Bibliometry: H-index Reuther 118 and Google Scholar 148

Candidate´s vision for the DDLS program

To foster the combined use of Sweden's national registers and biobanks, the unique quality of care registers, with genetics, gene-environment interaction studies, clinical phenotypes and molecular sciences. I hope to bring my perspective on the clinical angle on all this in data-driven and molecular context. I have a special current interest in developing precision prevention strategies for as yet chronic diseases. I also hope to bring together clinical and molecular academic medicine with pharma collaborations similar to what I have done over many years in the area of international rheumatology.

Links to CV and list of top papers

https://www.scilifelab.se/wp-content/uploads/formidable/326/cv-Lars-Klareskog-September-2021.pdf

https://www.scilifelab.se/wp-content/uploads/formidable/326/Klareskog-10-publications-June-2021.pdf

Proposer/s

Marie Wahren-Herlenius



[bookmark: _Toc84418359][bookmark: _Toc84432554]13. Olle Kämpe

Karolinska Institutet

Fields of Research

Autoimmunity

Motivation for the candidate

Olle Kämpe is a clinician and a leading scientist in autoimmunity, studying both monogenic and complex autoimmune disorders using techniques from the areas of genetics, epidemiology, protein chemistry, cell biology and epidemiology. He has also initiated clinical trials not sponsored from the industry, e.g. to introduce novel treatment modalities for autoimmune premature ovarian failure. Olle Kämpe thus has deep insight into the generation and analysis of large scale biological datasets, while at the same time being firmly anchored in clinical practice and with fundamental understanding of the patient and clinical needs. Kämpe also has wide and established international networks, and is renowned for his mentorship of junior colleagues. It is thus my firm belief that Olle Kämpe besides bringing visionary scientific ideas for development of the DDLS program, will also contribute with international contacts, understanding of clinical relevance and impact, as well as leadership for the next generation.

Candidate´s vision for the DDLS program

The amount and complexity of data generated in life science is continuously growing, but limits in capture and granularity of clinical data today often hampers the refined analysis and resulting clinical value and impact. We stand at a point to make leaps in understanding of human disease and their treatment for long, healthy and productive lives, and Sweden has unique possibilities to contribute and take a lead in this development which we need to harness and cherish. To develop strategies going forward and design scientific focus profiles will be paramount for this effort. Communication of efforts and results in community outreach as well as mentoring of junior colleagues at different stages of the career are important to ensure the next generation of scientists and anchor novel insights into our society. We often lack means to effectively couple it to patient needs.

Links to CV and list of top papers

https://www.scilifelab.se/wp-content/uploads/formidable/326/CV_Kämpe.pdf

https://www.scilifelab.se/wp-content/uploads/formidable/326/Publ_-Kämpe.pdf

Proposer/s

Anders Gustafsson 



[bookmark: _Toc84418360][bookmark: _Toc84432555]14. Jens Lagergren

School of EECS, KTH

Fields of Research

Computational Biology

Motivation for the candidate

Jens is one of the leading researchers in computational biology with an extraordinary knowledge in computer science (in particular Bayesian methods). His work in evolution and lately single cell biology is well recognized and unique to Sweden. /AE

Prof. Lagergren has, for many years, been one of the leading experts in machine learning for medical and biological systems. He is particularly successful with his development of phylogenetic methods, which gives key insights into interpretation of single-cell data and cancer progression. Most methods he designed, including the more recent deep learning-oriented ones, are probabilistic and are hence easy for non-experts to understand./LK



Candidate´s vision for the DDLS program

JL's vision is mature precision medicine studies and applications that exploit data science tools tailored for the area's problems and its novel data types. JL has deep insights into Machine Learning, both classical methodologies, such as MCMC and EM, and novel deep learning-based methodologies, such as VAE. In his research, he applies these methodologies to obtain data science tools for single-cell and spatial data, critical for precision medicine, particularly in the cancer area.

Links to CV and list of top papers

https://www.scilifelab.se/wp-content/uploads/formidable/326/CVJensLagergren.pdf

https://www.scilifelab.se/wp-content/uploads/formidable/326/selectedpapers.pdf

Proposer/s

Arne Elofsson and Lukas Käll



[bookmark: _Toc84418361][bookmark: _Toc84432556]15. Volker Lauschke

KI and Dr Margarete Fischer-Bosch Institute of Clinical Pharmacology (IKP), Stuttgart, Germany

Fields of Research

Pharmacogenomics and Translational Pharmacology

Motivation for the candidate

The candidate, Volker M. Lauschke (VML), is Associate Professor of Personalized Medicine and Drug Development at Karolinska Institutet (since 2017) and Deputy Director of the Institute of Clinical Pharmacology in Stuttgart, Germany (since 2021). In this time, VML has published >100 Pubmed-indexed papers, 18 as first author, 44 as last author and 52 as corresponding author. His combines experimental patient-derived tissue models with computational systems and network biology approaches to identify biomarkers for drug resistance, as well as new targets for the treatments of complex metabolic disorders. Furthermore, the lab develops machine learning tools to improve personalized pharmacological therapy and precision public health based on large-scale omics data. Notably, during the COVID19 pandemic, in collaboration with partners from academia and industry, his lab successfully demonstrated that integration of AI-based big data-driven drug repurposing with experimental validations in 3D patient-derived tissue models and rapid clinical translation constitutes a powerful workflow that resulted in the emergency use authorization of JAK inhibitors by FDA for severe COVID19 in Jan 2021. 

Besides an extensive network of academic experts and consortia in the field of data-drive precision medicine (e.g. H2020 project Ubiqitous Pharmacogenomics, Prospective European Drug-Induced Liver Injury Network, International Network Medicine Consortium), the candidate has long-standing connections with major international precision medicine efforts, including biobanks (Estonian Biobank), international databases  (PharmVar, FINDbase, PharmGKB and others), corporate experts in AI for large data interpretation in the context of drug repurposing (Benevolent AI Ltd., UK), as well as expert groups that shape pharmacogenomic recommendations and guidelines (CPIC, DPWG). Furthermore, he represents Karolinska in a variety of editorial boards (Hum Genom, TPJ, CSBJ, CDM etc.), societies (Swedish Society of Medicine, EPHAR) and committees (EMA, IUPHAR, PharmVar and others), as well as at international conferences as invited speaker (15 since 2018). In addition, VML is embedded in similar data-driven initiatives at the Bosch Health Campus in Stuttgart, Germany, where he coordinates the translation of biomarkers identified in multi-omics analyses of patient samples into the clinical setting, some of which are already in use as clinical decision support in a first-in-Europe pilot program at Robert Bosch Hospital (Pgx Passport).

Candidate´s vision for the DDLS program

In the last years it became increasingly clear that utilization rather than generation of big data constitutes the current bottleneck for making data-driven precision medicine available to patients and the broader public. Overcoming these hurdles requires major interdisciplinary efforts involving analytical, technical and clinical experts from different sectors (academia, industry, health care and regulators). It is my goal that the DDLS program will play a central role in shaping Sweden’s strategy to facilitate an efficient interdisciplinary dialogue. Potential suggestions towards achieving this aim could be twinning initiatives between industry/clinical researcher and DDLS fellows, using the ongoing successful joint Wallenberg AI, Autonomous Systems and Software Program (WASP)-DDLS calls as blueprint. 

Furthermore, coordination of data-driven efforts and resources across Scandinavia and beyond, for instance in the frame of the Network Medicine Global Alliance or similar initiatives, constitutes an important effort to improve molecular patient stratification by pooling available data across partners. Such strategies have been repeatedly shown to improve biomarker discovery and I suggest that catalyzing such collaborations and interfaces data repositories across different data layers should play a central role in the activities and events organized by DDLS.

Links to CV and list of top papers

https://www.scilifelab.se/wp-content/uploads/formidable/326/CV_Lauschke.pdf

https://www.scilifelab.se/wp-content/uploads/formidable/326/Publ_Lauschke.pdf

Proposer/s

Anders Gustafsson



[bookmark: _Toc84418362][bookmark: _Toc84432557]16. Francis Lee

Chalmers University of Technology

Fields of Research

Sociology of Science, Social dimensions of AI and Big Data in Bioscience

Motivation for the candidate

Lee is part of the Management Team for WASP-HS and is the WASP-HS contact point for DDLS. 

Lee is  PI for the WASP-HS project "The new scientific revolution? AI and big data in biomedicine. " In the project's advisory board is also Magnus Boman (KI/LIME) who is part of the Karolinska Precision Medicine Task Force.

Candidate´s vision for the DDLS program

Lee's vision for the DDLS is to create collaborations between WASP-HS and DDLS. 

AI and DDLS are crucial to understand, not only from the point of life science, but also from the point of view of sociology, human-computer interaction, law, and philosophy. 

Lee's previous research is related both to the research area of precision medicine, but also to epidemiology and infection biology.

Links to CV and list of top papers

https://www.scilifelab.se/wp-content/uploads/formidable/326/F-Lee-brief-CV-Sep-2021-eng-1.pdf

https://www.scilifelab.se/wp-content/uploads/formidable/326/Lee.-Publications.pdf

Proposer/s

Virginia Dignum



[bookmark: _Toc84418363][bookmark: _Toc84432558]17. Anders Lindahl

Institute of Biomedicine, Dept. of Clinical Chemistry and Transfusion Medicine, Sahlgrenska Academy, University of Gothenburg

Fields of Research

Cell biology, endocrinology and cell therapy

Motivation for the candidate

Professor Anders Lindahl has been a pioneer in human cell therapy and improved treatment and diagnostics in patients with osteoarthritis. He has a vast administrative experience in both University and Health Care system. He was the laboratory director of the Clinical Chemistry Laboratory of Sahlgrenska University hospital and in that position, he gained important experience in analytics and laboratory information systems. He was one of the founders of former Cellartis (Today Takara Bio) and pioneered the introduction of embryonic stem cells science in Sweden. He is today Board member in the Vinnova consortium Centre for Advanced Medicinal Products focused on the science and technology required to translate advanced cell therapy from lab to clinic, including bioprocess development, GMP production and logistics. Anders Lindahl’s knowledge in diagnostics and administrative skills will be a great advantage for the DDLS program and especially for Precision Medicine and Diagnostics area.

Candidate´s vision for the DDLS program

My Vision for the DDLS and especially Precision Medicine and Diagnostics is that the program will contribute to a new paradigm in medicine and health care that will improve both patient treatment and medical decisions. The health care system and diagnostic technologies in Sweden and many other countries is today advanced but the patient data generated is fragmented and thus not accessible for the physician or presented in a way that is not comprehendible – e.g., in easily accessible graphical forms and in-depth cross references. The possibility of generating large amount of data in individual patients is not paralleled with the data management tools of today. These obstacles have to be removed and my Vision is that DDLS will provide both the means as well as the tools for such a paradigm shift in the future.

Links to CV and list of top papers

https://www.scilifelab.se/wp-content/uploads/formidable/326/CV_A-Lindahl_DDLS.pdf

https://www.scilifelab.se/wp-content/uploads/formidable/326/PUBLICATIONS_A-Lindahl_DDLS.pdf

Proposer/s

Agneta Holmäng



[bookmark: _Toc84418364][bookmark: _Toc84432559]18. Per Lindqvist

Clinical Physiology, UmU

Fields of Research

Cardiovascular Imaging

Motivation for the candidate

Scientific and clinical experience in different modalities in cardiac imaging assessment such as plaque analysis, cardiac infiltration, myocardial hypertrophy, ischemic heart disease and cardiac infarction

Candidate´s vision for the DDLS program

To improve the choose of methods in evaluating the cause of different types of cardiovascular involvement. This is the plattform for further use of AI.

Links to CV and list of top papers

https://www.scilifelab.se/wp-content/uploads/formidable/326/Per-CV-2021-.pdf

https://www.scilifelab.se/wp-content/uploads/formidable/326/10-important-papers-DDSL.pdf

Proposer/s

 

[bookmark: _Toc84418365][bookmark: _Toc84432560]19. Dina Mansour Aly

Lund University

Fields of Research

Genomics of Diabetes and Endocrinology

Motivation for the candidate

I am interested in understanding the underlying mechanisms of complex genetic traits, diabetes by analysing genetic data.This data driven approach paves the way for personalized disease management, early screening of risk population and help delay or prevent long term disease complications. These personalized strategies can be cost effective and enable optimal allocation of healthcare resources and has positive impact on constraint healthcare budget. Joining DDLS precision medicine and diagnostics give me the opportunity to access and analyze genetic data to explore the genetics and pathways of life threatening disease, cardiovascular, kidney.

Candidate´s vision for the DDLS program

DDLS is an excellent platform that enables data generation and analysis. Joining a team of professionals with different medical and scientific background is an ideal environment for successful research and beneficial outcomes for the patient society.

Links to CV and list of top papers

https://www.scilifelab.se/wp-content/uploads/formidable/326/CV_2021.pdf

https://www.scilifelab.se/wp-content/uploads/formidable/326/Publication_list.docx

Proposer/s

Dina Mansour Aly





[bookmark: _Toc84418366][bookmark: _Toc84432561]20. Johan Mårtensson

Department of Perioperative Medicine and Intensive care, Karolinska University Hospital and Department of Physiology and Pharmacology, Karolinska Institutet

Fields of Research

Data science in perioperative medicine and intensive care

Motivation for the candidate

Mårtensson is an international authority in perioperative medicine and intensive care and have built a strategic unit for data-driven medicine within this field. Mårtensson work within the concept of precision medicine in close collaboration with researchers from the Department of Intelligent Systems at KTH, on machine learning and data analysis for personalized physiology and biochemistry. These national and international collaborations will provide unique access och in-depth information on the nature of chronic illness, acute physiological and biochemical patterns, on short- and long-term outcomes in the critically ill by combining concepts from causal inference and machine learning into novel methods for causal representation learning for ICU data. Mårtensson has vast experience with extraction and analysis of high-resolution data from national and international electronic patient data management systems and is involved in several ongoing data science projects.

Candidate´s vision for the DDLS program

The candidate will contribute with in-depth knowledge about the complex nature of large-scale electronic patient data and will work towards an integration of comprehensive physiological and biochemical patterns, combined with advanced genomic/proteonomic data, with the aim to provide innovative and novel principles for precision-medicine based decision support and strategies for prevention of acute and potentially life-threatening critical illness.

Links to CV and list of top papers

https://www.scilifelab.se/wp-content/uploads/formidable/326/CV-Mårtensson-Sep-2021-2pages.pdf

https://www.scilifelab.se/wp-content/uploads/formidable/326/Top-publications.pdf

Proposer/s

Lars I. Eriksson



[bookmark: _Toc84418367][bookmark: _Toc84432562]21. Sven Nelander

IGP, Uppsala University

Fields of Research

Integrative Cancer Research

Motivation for the candidate

Originally a SciLifeLab strategic recruit, Sven Nelander is a pioneer in data-driven medicine in Sweden. His primary expertise in integrated studies that combine experimental models and big data analysis, in the field of cancer. He has several strong papers of data integration. His current work is strongly leaning towards live microscopy of cancer tissues linked with single cell analysis and simulation, which are important future directions of data-driven medicine. Leading a big team of both experimental and theoretical researchers, and is currently leading two SSF consortia in big data and systems biology.

Candidate´s vision for the DDLS program

One of the key challenges is data-driven life science is to successfully integrate (i) a clear research problem, (ii) powerful measurement technology, and (iii) a purposeful computational approach. Building on the foundation set by SciLifeLab - which addresses (ii) and some of (iii) - I think the biggest contribution of  DDLS would be to promote and enable research with a high level of conceptual integration. I think DDLS will make a difference if emphasises, among other things:

* biologically informed data-driven modelling and interpretable AI, 

* review processes that involve careful assessment of problem vs data vs computational ansatz

* drives an intellectual discussion on what is needed for the future of biology and medicine. and, 

* promotes PhD curricula and postdoc programs that help achieve true integration

Links to CV and list of top papers

https://www.scilifelab.se/wp-content/uploads/formidable/326/CURRICULUM_VITAE_NELANDER.pdf

https://www.scilifelab.se/wp-content/uploads/formidable/326/TEN_PUBLICATIONS_NELANDER.pdf

Proposer/s

Tobias Sjöblom



[bookmark: _Toc84418368][bookmark: _Toc84432563]22. Björn Nilsson

Lund University

Fields of Research

Computational biology, population genetics, hematology/immunology

Motivation for the candidate

Björn Nilsson is Professor of Clinical Immunology at the Medical Faculty of Lund University, and the Head of the Division of Hematology and Transfusion Medicine at the Department of Laboratory Medicine. He is also a visiting researcher at the Broad Institute (Cambridge, MA) and a member of Lund Stem Cell Center. He is a leading expert in hematology- and immunology-oriented population genomics with a life-long interest in computer science and algorithm theory (Techn. Lic. degree in Applied Mathematics). His leadership has led to the establishment of a new research environment in computational biology that synergizes with, and represents on original addition to, other hematology- and immunology-oriented activities in Lund. He shows an outstanding scientific track record as an ERC grant holder and frequent publications as lead-author in the top-tier journals in the field (Nature Genetics, Nature Com, Blood etc).

Prof Nilsson's unique profile, operating at the crossroads between clinical medicine, population genetics and computational biology, together with his vast international networks make him, in my mind, an obvious and outstanding candidate for the expert group within Data Driven Life Science in Precision Medicine.

Candidate´s vision for the DDLS program

As a member of the DDLS expert group for Precision Medicine, Björn Nilsson will work towards the following visions and aims: 



-	To ensure that the DDLS program is visible and competitive on the international arena and to identify opportunities and areas where the DDLS national initiative will have leverage and can become world-leading.

(BN has strong ties to some of the leading academic and non-academic enterprises world-wide, e.g. Broad Institute and deCode genetics)

-	To coordinate and integrate the DDLS strategy with hospitals and clinical centers to ensure alignment with clinical needs and new developments in diagnostics and treatment. 

(As an active clinician, BN can provide key perspectives and insights) 

-	To promote the integration of computational biology and data driven approaches in Swedish life science in general and in medical research in particular. 

(BN has a unique multi-disciplinary background with training in mathematics, genetics and clinical medicine)

-	To facilitate and support the necessary resources both in terms of infrastructure and expertise that are needed to meet the exponentially growing demands from data driven science in the future.

(As a long-term user of very large and complex data-sets, BN has a good understanding of these growing needs)

Links to CV and list of top papers

https://www.scilifelab.se/wp-content/uploads/formidable/326/BN-CurriculumVitae.pdf

https://www.scilifelab.se/wp-content/uploads/formidable/326/BN-Publikationer-DDLS.pdf

Proposer/s

Jonas Larsson



[bookmark: _Toc84418369][bookmark: _Toc84432564]23. Margareta Nordling

Clinical Genetics, Linköping University Hospital

Fields of Research

Clinical Genetics, Genetics of Hereditary Cancers, Technical development, Translational research (bringing research into clinical diagnostics)

Motivation for the candidate

Nordling has a strong background in molecular genetics, both in the clinic and as a researcher. Nordling has worked with research concerning clinical genetics and hereditary cancers during the last 25 years and has continually had an impact on improvement of diagnostics test, both on national and international level. DDLS can benefit from Nordlings's unique knowledge in the field particularly since Nordling has been working in the field of precision medicine for many years and has extensive experience in bringing research into the clinical routine diagnostics. In addition, Nordling is a member of the national working group for Diagnostics  Cancer Genomics linking the clinical sciences with the clinical treatment. (”Nationella programområdet (NPO) medicinsk diagnostik inom Nationellt system för kunskapsstyrning hälso- och sjukvård, Sveriges regioner i samverkan.) /MN

Experiences:
Clinical laboratory geneticist for about 30 years
Translational research bringing research into diagnostics
Large national and international network
Precision medicine, since clinical genetic diagnostics to large extent concerning treatment guidance /PP

Nordling is one of the leading researchers in inherited cancer diagnostics. In her role at clinical genetics, she has obtained profound insight into the concept and methodology of precision medicine. She is a a member of the national working group for introduction of precision medicine in health care (Nationella programrådet för införande av  cancergenomik i sjukvården) and confers the important capability of linking basic research with clinical applications. /GK



Candidate´s vision for the DDLS program

DDLS might have the possibility to have a great impact on improvement for patients concerning precision medicine. I hope the initiative aims to improve diagnostic possibilities based on research efforts. The field of precision medicine is in great need of AI and Machine learning tools to improve and speed up DNA variant interpretations and the field is also constantly in need for technical developments to keep up with treatment possibilities for patients. I also hope there will be efforts for education concerning precision medicine for both personal at hospitals as well as the public./MN and PP

Possibilies to create resources to be used for preciscion medicine specifically  1) databases coupling DNA variants With electronic health care Records (genotype to phenotype data) 2) improved variant prediction tools based on AI and Machine learning algorithms 3) interdiciplinary working groups to legitimate and facilitate implementationer of data-driven tools into the health care and to introduce New research proposals for dd-research groups./GK



Links to CV and list of top papers

https://www.scilifelab.se/wp-content/uploads/formidable/326/CV-engelska-210927-2-sidor.pdf

https://www.scilifelab.se/wp-content/uploads/formidable/326/10-utvalda-referenser.pdf

Proposer/s

 Margareta Nordling, Pia Palmebäck and Göran Karlsson



[bookmark: _Toc84418370][bookmark: _Toc84432565]24. Jessica Nordlund

Department of Medical Sciences, Molecular Precision Medicine and Science for Life Laboratory, Uppsala University, Uppsala, Sweden

Fields of Research

NGS, Leukemia, Diagnostics, Prediction, Omics, Genomics, Epigenetics

Motivation for the candidate

It is with pleasure that I nominate researcher Jessica Nordlund, PhD, as a candidate for the DDLS  Precision medicine and diagnostics expert group.

Jessica is an early career expert in the field of precision medicine, including diagnostics with a broad international network. Her primary scientific focus involves implementing cutting-edge genomics techniques to better understand, diagnose, and develop biomarkers for better treatment stratification and outcome for pediatric leukemia patients. After receiving over 10MSEK as a main applicant in multiple research grants, including the Göran Gustafsson’s Prize (2020), a Starting Grant from the Swedish Research Council (2019), and a project grant from the Swedish Childhood Cancer Foundation (2020), in 2020 she began her own research group in Molecular Precision Medicine at the Department of Medical Sciences, UU where she currently supervises three PhD students, one MSc student and a postdoc in diverse topics ranging from clinical research, wet-lab (single-cell biology), to computational biology. She also has long-term experience in several roles within the National Genomics Infrastructure at SciLifeLab, where she has gained deep technical knowledge of cutting-edge technologies used within genomics (including high-throughput proteomics), as well as a unique perspective on Swedish infrastructure. 

Her most cited work is in Genome Biology (>250 citations), where she performed DNA methylation analysis in the largest cohort of pediatric leukemia patients to date. This study has resulted in numerous subsequent international collaborations with researchers around the world. Co-authors on these publications include life science and clinical researchers from many institutions across Sweden, Finland, Denmark, and Norway as well as Canada, the United States, Japan and Spain. The success of these international collaborations is exemplified by recent publications in high impact journals (for example Duran-Ferrer, Nature Cancer 2020. Watanabe, Blood 2020). Since 2017 Jessica has been active in the second US FDA Sequencing Quality Assessment Consortium (SEQC2) and epigenomics quality control initiative (EpiQC), which are international, community-wide efforts to ensure quality of research results through reproducibility and development of best practices in high throughput genomics, especially for assessment of FDA-regulated products using in clinical applications. Jessica co-authored three recently published papers from this initiative (Xiao et al & Fang et al, Nature Biotechnology. Fox et al, in press, Genome Biol), where she played an especially central role in the EpiQC project, by generating data, performing bioinformatics analyses, participating in weekly Zoom group meetings, writing the manuscript, and helping ensure reproducibility by coordinating data deposition and the code repository.



Her expert position in precision medicine is further emphasized by her involvement as co-applicant in successful grants in national (Sweden, Denmark) and international (EU’s H2020) calls. Of specific relevance to the call, Jessica is the PI for the Swedish/UU contribution to the EU 2020 flagship project EATRIS-Plus, with 20 partners from around Europe, which aims to build capabilities and deliver innovative scientific tools to support the long-term sustainability strategy of EATRIS as one of Europe’s key research infrastructures for Personalised Medicine. Jessica is an active member of the “multi-omics task force”, whose goal is to develop a multi-omics toolbox to support cross-omic analysis and data integration in clinical samples. Here Jessica contributes with her experience integrating -omics data, and in particular with her expertise in human epigenetics. Jessica’s prior international experience will enable her to contribute to the strengthening of the research community’s competencies in precision medicine in Sweden through future initiatives, such as the DDLS program.

As a recognized international leading scientist in her field, Jessica regularly reviews for top journals in her field (Nature Biomedical Engineering, NAR, Leukemia, Blood, etc) and grant applications for agencies including the Swedish Research Council, European Hematology Association Fellowships, UK Children’s Cancer and Leukaemia Group, and Cancer Society of New Zealand. This experience, combined with her subject-matter expertise, makes her well suited to contribute to the design of calls and the evaluation process.  

Jessica’s role as Facility Director within the SciLifeLab Genomics Platform and position as Research Group Leader in Molecular Precision Medicine makes her well-placed to contribute to national data services and support, training and a subject-specific research school. Beyond her professional accomplishments, I have collaborated with Jessica on several projects as a clinical researcher. She is sharp, forward-thinking, and a pleasure to work with. I believe she would be a strong addition to any expert group looking to strengthen national collaborations and create new partnerships both nationally and internationally.

Candidate´s vision for the DDLS program

Jessica’s background and research interests make her well-suited to understand the strengths, limitations, and potential of the DDLS program, specifically in Precision Medicine and Diagnostics today and in the future. Possibilities to connect multiple data layers from genotype to molecular phenotype to clinical data are growing alongside methodological advances in AI and machine learning. As Facility Director of NGI at SciLifeLab, the largest -omics data generator at SciLifeLab with an excellent reputation, Jessica believes that priority must be given to maintain and advance Sweden’s scientific edge in -omics data production, while working to enhance access to, knowledge of and discovery using multi-omics approaches within a national framework. She believes that this can be achieved through:

- Close and constructive national collaborations with clinicians to advance discovery of clinically relevant biomarkers and diagnostic tools within the DDLS program. 

- Focus on early interdisciplinary training and cross-faculty development across bioinformatics and life science fields already at the PhD and postdoc level and in the recruitment of strong candidates for the DDLS fellows positions. This can be also extended to include different industry stakeholders to also drive early understanding and relationships outside of the university/healthcare setting.

- Collaboration on questions regarding data protection and integrity, between the university, healthcare, and industry. Balancing diverse stakeholder needs is crucial and awareness of existing solutions to meet regulatory needs in Sweden and the EU will also contribute to this.

- Widening participation, to awaken interest across sectors and age groups, increase visibility and potential for collaboration, and promote excellence of the DDLS program.

Moreover, Jessica’s wide network of contacts with a range of different stakeholders (clinicians, bioinformaticians, infrastructures, basic researchers, biobanks) will strengthen the connection of the DDLS reference group in Precision Medicine and Diagnostics to such relevant stakeholders.

Links to CV and list of top papers

https://www.scilifelab.se/wp-content/uploads/formidable/326/Nordlund-CV-2page_ToShare.pdf

https://www.scilifelab.se/wp-content/uploads/formidable/326/10_selected_pubs_Nordlund.pdf

Proposer/s

Arja Harila-Saari



[bookmark: _Toc84418371][bookmark: _Toc84432566]25. Matej Oresic

Örebro University

Fields of Research

Systems medicine, computational biology, metabolomics

Motivation for the candidate

Prof. Oresic was originally trained in theoretical physics (research on spin glasses and neural networks), then during his PhD moved towards biophysics, and after PhD specialised in metabolomics and systems biology. During that period in early 2000s, when still residing in the US, he was regular invitee at the Snowbird Learning Workshop, which was an important meeting for the formation of the field of machine learning.

Given his interdisciplinary background, Prof. Oresic served as an expert, bridging data science/modelling and life/medical sciences, in several national and international agencies, including in the European Research Council (panel LS7, consolidator grants). He also chaired working group on personalised medicine as a member of the Advisory Group for Horizon 2020 (SC1). In fact, current definition of personalised medicine by the EU is based on the work of that working group.

Candidate´s vision for the DDLS program

In life science and medical research today, where studies utilizing complex multimodal datasets (e.g., omics, imaging) are becoming a norm, use of various advanced computational methods, such as those relying on various ML and AI algorithms, are also becoming commonplace. While it is important to strengthen such collaborative applications and bridging across the fields, one of the aims of DDLS should be also to stimulate innovations in methodologies for data sciences, motivated by questions and challenges in life/medical sciences. This could be e.g. achieved by 'twinning projects', involving PIs and early-career scientists across different relevant disciplines.

Links to CV and list of top papers

https://www.scilifelab.se/wp-content/uploads/formidable/326/Oresic_2pCV_20210927.pdf

https://www.scilifelab.se/wp-content/uploads/formidable/326/Oresic_10pub_20210927.pdf

Proposer/s

Mia Von Euler



[bookmark: _Toc84418372][bookmark: _Toc84432567]26. Kajsa Paulsson

Division of Clinical Genetics, Lund University

Fields of Research

Cancer genomics

Motivation for the candidate

I hereby nominate Professor Kajsa Paulsson, Division of Clinical Genetics, Lund University, to the Precision Medicine and Diagnostics expert group within Data-Driven Life Science program. 

Kajsa Paulsson obtained her PhD in 2005 at Lund University. After a postdoc at St Bartholomew’s Hospital in London, UK, she returned to Lund University to start her own research group in 2010. She has been highly successful in securing research grants, including a Senior Investigator Award from Cancerfonden in 2015. In 2018, she obtained a position as Senior Lecturer at the Medical Faculty of Lund University. This was a broad call aimed at identifying the most prominent researchers from all disciplines, and received 101 applicants, of which Kajsa Paulsson was ranked as the top candidate. In 2020, she was promoted to Professor of Medical Genetics at Lund University, with 70% funding from the Faculty. 

Kajsa Paulsson’s research is focused on cancer genomics, in particular childhood leukemia and anaplastic thyroid cancer. She studies basic biological questions in cancer biology, but her research also has a large translational component. In this, she aims at finding novel treatment targets in these diseases. For pediatric leukemia, this has resulted in the delineation of several novel genetic aberrations that has an impact on the clinical course as well as new potential therapeutic targets. Furthermore, for anaplastic thyroid cancer, which is one of the most malignant forms of cancer, she has contributed to identifying novel subtypes that may be targeted by immune checkpoint blockade and CDK inhibition. She has large experience in using high throughput methods such as next generation sequencing, including the first genomic landscape study of a pediatric leukemia subtype (Paulsson et al., Nat Genet 2015), and bioinformatic analyses of large datasets. 



Kajsa Paulsson is currently Head of the Division of Clinical Genetics, Department of Laboratory Medicine, with overreaching employer responsibility for 60 coworkers. She is/has been a member of reviewer panels at both Vetenskapsrådet and Cancerfonden. Most recently, she has served as Head of the panel for Project grants for cross-disciplinary collaboration between China and Sweden with a focus on individualized diagnostics and prevention at Vetenskapsrådet. She was also a member of the Steering Group for the National Genomics Infrastructure at SciLifeLab for several years. Currently, she is coordinating the OMICs, bioinformatics, and diagnostics network at Lund University Cancer Centre. 

Taken together, I believe that Kajsa Paulsson is an excellent candidate for the Precision Medicine and Diagnostics expert group.

Candidate´s vision for the DDLS program

In the last decade, the fantastic technical development in next generation sequencing techniques has given us a previously unbelievable insight into the human genome, epigenome, and transcriptome. For a geneticist like me, this has been very exciting times. However, the ability to directly sequence and describe genetic information has not yet led to the revolution in novel treatments for serious diseases that could be expected. This is what makes the SciLifeLab and Wallenberg National Program for Data-Driven Life Science (DDLS) program so exciting. 

I envision two major focus area for the Precision medicine and diagnostics program. The first is integration of data and systems biology. The large datasets that are being generated necessitate better tools for integration of different datasets, primarily with a focus on development of new bioinformatics and artificial intelligence methods. Support for excellent research leaders in these fields as well as training of the next generation of researchers in these methods is paramount for fulfilling the potential of using the novel large-scale data for improved diagnostics and treatment in the clinic.

Secondly, data sharing is still a challenge that hampers further scientific breakthroughs. Previously, we were limited to using the data from our own local biobanks or dependent on collaborations to obtain patient data. In recent years, several initiatives to make large datasets available for the research community as a whole have been implemented, making it possible to study data from thousands of patients with the same disease. However, although there is a movement within the research community for wider data sharing, practical questions often prevent researchers to participate in such schemes. This includes for example GDPR requirements that prevents deposition of data in servers abroad. Furthermore, Sweden, with its many registers of healthcare data, is very well suited for performing studies utilizing these large-scale initiatives for the benefit of scientists everywhere. Here, I believe that the DDLS could play a role in supporting the research community in finding new ways of data sharing that conforms to ethical requirements while not hampering research. 

Overall, I find the prospect of this program very exciting and I would be honored to be a part of the Precision Medicine and Diagnostics expert group within DDLS.

Links to CV and list of top papers

https://www.scilifelab.se/wp-content/uploads/formidable/326/CV_Kajsa-Paulsson.pdf

https://www.scilifelab.se/wp-content/uploads/formidable/326/Publications_Kajsa-Paulsson.pdf

Proposer/s

Martin Olsson



[bookmark: _Toc84418373][bookmark: _Toc84432568]27. Mattias Rantalainen

Karolinska Institutet

Fields of Research

Prediction. AI-assisted histopathology. cancer screening. cancer treatment

Motivation for the candidate

Mattias Rantalainen has an ambitious research program to bring AI-assisted technologies into the clinic. In particular, he is investigating AI-assisted histopathology and sequencing data for breast cancer treatment and prostate cancer diagnostics. He has a strong background in statistics, particularly prediction, with applications in biomedicine.

Dr Rantalainen has shown leadership in the development of this research program, including grant successes at VR, Cancerfonden and Vinnova. For the Vinnova-funded project, he has brought together key stakeholders from industry, policy and research to answer whether breast cancer treatment can be better predicted for intermediate risk breast cancer patients. He also has an excellent publication record. 

Dr Rantalainen’s expertise, experience and enthusiasm would be a strong addition to the DDLS working group on Precision Medicine. I strongly support this application.

Candidate´s vision for the DDLS program

I have a broad research interest in applications of AI, machine learning and prediction modelling in the context of precision medicine and diagnostic applications, especially in context of very large and population-based studies including multiple data-modalities (e.g. medical imaging, molecular profiling and health registry information). I believe these research areas are currently under-exploited in Sweden, despite unique opportunities for such research from an international perspective. 

It is my vision that the Swedish research community in the coming decade, with the support of the DDLS programme, will take an international lead in some of the life science related research areas that are truly data driven, requires very large data resources, and expertise in advanced applications of AI/machine learning and statistics to address key medical and biological research questions.

Personally, I am already committed to actively contributing towards developing data driven medical research in Sweden through my role as research leader at Karolinska Institute, where I already lead research in the domain (large-scale AI-based pathology, cancer precision medicine), organize courses in applied prediction modelling and machine learning, and have established multiple industry collaborations. 



I hope that DDLS can contribute towards establishing new and truly data-driven large-scale projects in Sweden, create a national research community in the domain, and make sure that the next generation of PhD students and Postdocs in this area can be recruited and trained with support from DDLS. There is no doubt that the general aims outlined by DDLS will take this research field in the right direction (they are also well-aligned with my own), but it is also evident that a lot of work are ahead of us. I am more than happy to actively contributing towards making DDLS successful, in this context or other contexts in the future.

Links to CV and list of top papers

https://www.scilifelab.se/wp-content/uploads/formidable/326/rantalainenCV_Sept_2021_short_no_pubs.pdf

https://www.scilifelab.se/wp-content/uploads/formidable/326/rantalainen_10_selected_publications.pdf

Proposer/s

Mark Clements



[bookmark: _Toc84418374][bookmark: _Toc84432569]28. Dirk Repsilber

Örebro University

Fields of Research

Biostatistics, Bioinformatics, AI in molecular medicine, machine learning, molecular modeling, systems biology, network biology

Motivation for the candidate

Dirk Repsilber holds a position as professor for Functional Bioinformatics and represents Örebro University within the national initiative Genomic Medicine Sweden, with focus on bioinformatics and complex diseases. His research is on methods development in AI and machine learning methods for medical diagnosis and prediction, with network biology methods and integrative bioinformatics for multiple OMICs datasets in focus. He also works towards sound implementation of such methodology as well as modeling approaches for advancing precision medicine applications and for biomedicine, in a broad variety of collaborations, both in Sweden and internationally. Hence, Dirk is engaged in midst of data-driven life science for precision medicine, methods development and application, as well as for  implementing such approaches, and would be able to link to Örebro University's strategic focus areas of AI research, Food and Health, as well as Healthy Ageing, Systems Biology of Inflammation, and the medical implications of the Environmental Toxicology (EnForce Program), into the DDLS national initiatives and programs. Recently, Dirk was part of starting platforms of strategical importance at Örebro University, the Tox-Med-AI platform, to advance synergies between environmental assessment of toxicity threats and precision medicine together with the strong AI research at Örebro University. In addition, he was part of the core team to launch the platform on Systems Biology of Inflammation Research (XHiDE), with a clear application into multiple areas of precision medicine. Dirk is also part of the Swedish bioinformaticians who launched the VR-funded MEDBIOINFO graduate school, where medical students with an interest in data analysis methods, as well as data science students with an interest in medical research problems meet and learn together in courses at different universities in Sweden.

Candidate´s vision for the DDLS program

Application field-informed methods development as well as methodological competence for implementing novel methods and interpreting their results together with experts of the field - these two perspectives are established as key to success in data-driven life sciences. Dirk's research to advance precision medicine methodologically includes bringing together AI-based methods (machine and deep learning methods) with advanced statistical modelling (mixed effects models for predicting individual patient's status and disease course) with systems biological approaches (qualitative and quantitative mathematical modeling, multi-scale and hybrid models) for applications in precision medicine (diagnostic as well as disease course prediction). His vision is to include the wealth of existing molecular data as well as prior knowledge on molecular network structures (results from reverse engineering and decades of experimental evidence) into such methods. Also it has, until now, largely been forgotten to include modeling interactions of clinical predictors and molecular/genetic/genomic data. These two components (a network perspective and explicitly taking into account interactions of molecular and clinical predictors) are in the center of Dirk's vision for the DDLS program. Collaborations with the University of Rostock, Germany, both with the Chair of Systems Biology and Bioinformatics, who developed the Atlas of Inflammation Resolution (AIR), and with the Institute of Bioinformatics and Ageing Research, are seen as relevant contribution not only to the focus areas of Örebro University, but to the DDLS-program on a national level.

Links to CV and list of top papers

https://www.scilifelab.se/wp-content/uploads/formidable/326/CV-DirkRepsilber-2021.pdf

https://www.scilifelab.se/wp-content/uploads/formidable/326/DirkRepsilber_10publications.pdf

Proposer/s

Mia von Euler



[bookmark: _Toc84418375][bookmark: _Toc84432570]29. Johan Trygg

Umeå University & Sartorius

Fields of Research

Advanced data analytics and high-throughput phenotypic profiling in life science, medicine and biopharma

Motivation for the candidate

Dr. Johan Trygg is a professor in Chemometrics at Umeå University, his research over the last 20 years has focused on advanced data analytics combined with high-throughput phenotypic profiling data (metabolomics, high-content imaging, spectroscopy) in medicine, biology, and biopharma. He also leads the data analytics support platform at Umeå University providing data analytics services and support for researchers in academia and industry. He’s a visiting professor at Computation and Systems Medicine, Imperial College, UK, chair of Chemometrics within the Swedish Chemical Society and has been an Associate Editor for Journal of Proteome Research (ACS). 

In his role at Sartorius (sartorius.com, 2.5 BEUR), a global partner for the biopharmaceutical industry and life science research laboratories, Dr Trygg leads a global research team of data scientists providing advanced data driven and simulation based technologies such as AI/deep learning and mechanistic modeling across biologics,  discovery and development. 2015-2017, he was the head of R&D of Umetrics, providing industry-leading advanced data analytics software in pharmaceutical manufacturing.

Dr Trygg has a strong academic track record with 200+ scientific publications, 21000+ citations, 10+ patents as well as having graduated 10 PhD students as main supervisor. Over last 25 years has built an extensive national and international network within advanced data analytics, high-throughput omics platforms and computational biology.

Entrepreneurial activities - Co-founder and CEO in two SMEs in data driven life science, e.g. AcureOmics focused on metabolic profiling for precision medicine that was also partner in three EU projects, incl FP7 and Horizon2020 (HUMAN, BatCure, BOLD). 

Dr. Trygg is also a representative for Umea University in the Data-Driven Life Science (DDLS) national reference group and also in the National Bioinformatics Infrastructure Sweden, NBIS (nbis.se) reference group.

Candidate´s vision for the DDLS program

Life science is already data driven. I have a PhD in chemistry and professor in data analytics having focused on the interface between data science and life science. This combined focus has enabled me to collaborate and bridge across multiple disciplines. Therefore, I am really excited about the DDLS program, as it will bring significant opportunity, not only to bridge the gap between life scientists and computer scientists, mathematicians, physics, engineering, but primarily to excel data driven life science into being able to tackle the main challenging opportunities in precision medicine and life science overall. I expect it will also have a major impact on Swedish education and training programs having an impact on Sweden’s competitiveness and innovation.

The explosion of data ongoing in life science and precision medicine has been accelerated by instrument technology development, miniaturization, AI/Machine learning algorithm, computing power. I has catapulted Precision Medicine into a new hemisphere and start using new types of data, in new ways and with new perspectives. Rather than relying on traditional feature engineering, we can directly use already pre-trained state of the art AI/Machine learning tools to analyze data and create prediction models, end-to-end. 

However, this first phase of the use of modern AI/ML tools will also soon reach a plateau. Most use of AI/ML is nowadays a quite straightforward workflow using large complex life science data to create good predictive classification models, e.g. classify tumor tissue in images. Already now, the trained life scientist with no data science training can learn how to setup the computing environment in a few days, and execute these types of applications. Hence, we have reached a point when computer scientists expertise for such typical applications is much less needed, as it’s user friendly enough that biologists and clinicians themselves can do the work

This progress is a good thing! We can also admit that for the computer science researcher, this would not qualify as research, rather a support activity.

For both these scenarios – great progress in data driven life science has been made with high-impact results that moves Precision Medicine significantly forward. Both of the above trends have systematically shifted the mindset, awareness of AI/data analytics competence of the life science and clinical researchers, and this shift will continue.

Here, DDLS program should support this user group of biologists, clinicians etc… and catalyze the awareness, training and support on how to use these mature tools of modern AI and data analytics tools on their own data. One way would be to introduce data science modules into the life science and clinical education programs. Another would be to provide initial hands-on support, consultancy and training to teach them how to setup, use and analyses their data. This includes both multivariate analysis, statistical modeling and AI/Machine learning workflows. Also, this category is likely to be the primary and first large customer base for the DDLS Data Center platform, as they can access and reuse domain specific data themselves.

As one consequence, my own research has absorbed and built in and combined the modern AI/ML tools into our multivariate toolkit and workflows, which interestingly has catapulted us into new types of collaborations, e.g. JUMP consortium with Broad institute, which focus on the next generation data being more complex, system-wide and large. 

Current trend, where DDLS can support research is opening the door for comprehensive and system-medicine analysis in precision medicine. Here, multi-parametric, multi-plex experimentation technology provide the scale and context of disease, e.g. genetically, regulatory, metabolic, spatial & temporally. Engineering enables the generation of biologically relevant data at scale through integration of chemistry, microfluidics, high-throughput molecular phenotyping and microscopy. Data science drives new algorithms for analysis and interpretation, e.g. quantify single cell phenotypic response to treatment over time using live cell imaging - creating predictive models of biology and disease.

Within advanced data analytics, the current trend is that other disciplines, e.g. engineering and physics have also quickly absorbed the use of the modern AI/ML tools in their applications. This hybrid modeling approach are leading the way for significant advances in integrated data driven with physics driven modelling. One demonstrated outcome is 1000 fold times faster PDE solvers used in physics simulations which is transforming the gamin industry and enables real-time simulation that was not possible before. This same technology can be the basis for biology system-wide simulations, but will require a whole new type of approach to integrate also data driven modelling approaches, suitable for precision medicine and life science.

Important to note, the scientists driving this exponential development across physics and engineering are not computer scientists, but other domain experts, hence physics and engineering researchers. We already see the same scenario for life science, and precision medicine where researchers being experts in data science, life science and engineering is morphing into a new research field, e.g. digital biology. Hence, I look forward to what likely will be a fundamental shift in understanding biology and precision medicine and here DDLS could play an important role.

Hence, DDLS program can provide programs to encourage cross-collaboration not only with AI/Machine learning scientists but also several other relevant domains including physics and engineering – where life science domain expertise, mechanistic modelling, and data driven AI/Machine learning tools are combined.

Links to CV and list of top papers

https://www.scilifelab.se/wp-content/uploads/formidable/326/JTrygg-CV1page.pdf

https://www.scilifelab.se/wp-content/uploads/formidable/326/JTrygg-10papers.pdf

Proposer/s

 



[bookmark: _Toc84418376][bookmark: _Toc84432571]30. Päivi Östling

Dept. of Oncology-Pathology, Karolinska Institutet, SciLifeLab

Fields of Research

Precision Cancer Medicine, Individualized Drug Testing



Motivation for the candidate

To bring Sweden to the forefront of data-driven precision medicine (PM) we need dedicated doers, problem solvers, and humble leaders aimed at building a vibrant community through excitement, interactions, communication and with true first-hand experience on implementation of precision medicine. These are qualities and experiences that Päivi Östling has. She has more than 10 years of experience in the field of precision cancer medicine (PCM) research. Since 2011, she has worked in a near patient setting using the latest technologies to translate research findings into clinically relevant actions. As of 2016, she has been responsible for establishing a PM platform at SciLifeLab through the Olli Kallioniemi research group where she also acts as a co-principal investigator. Through the establishment a of the research team she has detailed understanding of the technologies available and the abilities to connect these further to create unified capabilities that are easy to access for PM. Since June 2021, she is the Scientific Lead of Precision Medicine at SciLifeLab and drives a PM-squad including Janne Lehtiö, Petter Brodin and Åsa Johansson with the task of defining a strategic Roadmap for SciLifeLab within PM. In addition, she has key positions of trust within the Swedish Life Science sector including the board of PCM Program at KI, the board of SWELife and Genomic Medicine Sweden. Hence, through her research focus, her experience in establishing research infrastructure for PM and her commissions of trust she is uniquely placed to provide valuable expertise to the DDLS Precision medicine and diagnostics expert group. /SF and IE

Candidate´s vision for the DDLS program

The vision for the PM expert group within DDLS is to take a data-driven approach to precision medicine and precision health. Here nicely defined by the example of the UCSF definition of PM: “precision medicine is the use of advanced computing tools to aggregate, integrate and analyze vast amounts of data from basic science, clinical, personal, environmental and population health settings, to better understand biological processes and define disease mechanisms, and to develop and deliver more precise diagnostics, therapeutics, and prevention measures. Everyone, including patients, can contribute data to this dynamic network.” 

The concept of precision medicine is old, and has been applied for decades in e.g., targeting special treatments to hormone-receptor-positive subsets of breast cancer. However, what has changed recently, and what continues to evolve exponentially is the increasing amount of molecular data, such as from high-throughput genomics and multi-omics profiling, imaging and continuous digital monitoring technology. Translation of individual biomarkers and therapeutic approaches already takes decades and costs hundreds of millions to billions of dollars. Thus, the translation of patient-centric comprehensive big data to clinical applications and patient benefits is an order of magnitude greater challenge. Entirely new concepts and approaches are urgently needed to leverage the huge advances and big data arising from today’s research. Therefore, the DDLS PM expert group should aim to address this mega-challenge drawing on a combination of data science and data-driven strategies to create a framework for the future’s precision health, for example by initiation pilot projects using a specific diagnosis as template. 

Data portal framework

During the Covid-19 pandemic, we witnessed a global, national and local need for accurate and validated scientific information in order to help understand a new disease and to manage individual patients suffering from a poorly understood illness. While major successes have taken place in managing Covid-19, we also witnessed how scattered information sources led to difficult translation of research findings and overall “imprecise” patient care. SciLifeLab Data Centre (DC) has started a VR-funded assignment and a project to develop a national Covid- 19 research portal that has over the past 12 months become a highly popular and important resource. It has gathered a community of researchers because of its domain specific theme, provided support to over 200 projects, and by supporting data sharing, it has enabled a greater transparency and reproducibility for this area of research. The portal is linked seamlessly to a European portal on Covid-19, coordinated by the European Bioinformatics Institute (EMBL- EBI). 

The success of this data platform architecture provides a starting point and a framework that could also be applied towards data-driven PM. Such data portal development could serve as the foundation for future PM with a strong scientific knowledge- base, including the availability of not only published research reports, but also the original raw data, ideally in a machine-readable format. The creation and integration of FAIR (Findable, Accessible, Interoperable and Reusable) data sets is at the core of the PM DDLS efforts. 

Pilot data sets and building the bridge to the clinic

An important part of the PM specific work is to create datasets that can be shared from research to the clinic and back, without compromising safety, security, privacy and patient confidentiality, and remaining GDPR compliant, as well as adhering to the specific consents and ethical permissions for these datasets. It is well known that sharing of health-related data or sensitive human research data requires addressing major technical, legal and ethical standpoints. The long-term goal of the PM DDLS should be to match emerging research data to patient needs in real time. This means that the efforts would needs to go beyond conventional research data management as many data types will be sensitive data. Furthermore, there is a large gap between data we can generate and data that is actually being used for clinical decisions. This needs to be addressed to create a sustainable environment of PM data implementation benefiting both patients and citizens, while ensuring stakeholder engagement. Here, further development of Molecular Tumor Board system for multi-omics and other types of PM data should be included to actively provide for clinically relevant reporting back to the clinic. /SF and IE

Links to CV and list of top papers

https://www.scilifelab.se/wp-content/uploads/formidable/326/CV_Östling.pdf



https://www.scilifelab.se/wp-content/uploads/formidable/326/Top10publications_Östling-1.pdf



Proposer/s

Sandra Falck and Ingemar Ernberg
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DDLS Steering group

DDLS Steering group meeting no. 7

Date: Oct 13, 2021
Time: 13:00 - 16:00
Location: zoom (https:/ /uu-se.zoom.us/j/2128041769) — Passcode: 147721

Attending members:

Oliver Billker (Umea University, MIMS director)

Niklas Blomberg (ELIXIR director, §3-§8)

Matts Karlsson (Linkdping University, NSC super-computer and HPC resources director, §1 - §6)
Erik Kristiansson (Chalmers/ Géteborg University)

Janne Lehti6 (Karolinska Institute)

Erik Lindahl (Stockholm University)

Emma Lundberg (KTH, Royal Institute of technology, §1 - §8)

Fredrik Ronquist (NRM, Museum of Natural History)

Gunilla Westergren-Thorsson (Lund University/WCMM. National SciLifeLab Committee chair)
Carolina Wahlby (Uppsala University)

Other participants:

Olli Kallioniemi (Director ScilLifeLab, Director of the DDLS research program), Chair of the meeting
Siv Andersson (independent KAW observer)

Jenny Alfredsson (Acting Head of Operations Office ScilifeLab)

Johan Rung (Head of ScilLifeLab Data Centre)

Heidi Térménen Persson (DDLS coordinator, Operations Office ScilLifeLab)
Titti Ekegren (Coordinator DDLS steering group, Operations Office ScilLifeLab)
Francis Lee, WASP-HS (§2)

Bodil Formark, WASP-HS (program coordinator, §2)

Bjoérn Nystedt, WABI (§6)

Bengt Persson, WABI (§6)

Next meeting: 3 Nov., I Dec., 20 Dec. 2021



https://uu-se.zoom.us/j/2128041769
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DDLS Steering group

Agenda 2021-10-13

All documents including presentations from the meeting can be found on NextCloud:
https://nextcloud.dckube.scilifelab.se/s/F58Ywac42NNwbKs

1 Meeting formalities Presenter:
Olli Kallioniemi

Emma Lundberg was chosen to attend the minutes.

Appendices:
The DDLS Steering group approved the previous minutes. 1. Previous
minutes, 21-09-
01
Update from the Director 1b. DDLS
(See presentation: “DDLS Steering group 21-10-13", page 4-26 for details) stéering group
special
The question of how to allocate the funding for WABI (235 MSEK) and Data assignments_
support (670 MSEK) will be a main topic at this meeting and is further draft

discussed in §6.

In their latest meeting on Sep 22, the ScilLifeLab board was informed about
the DDLS budget and the DDLS-WASP joint call, and decisions were taken on
the continued process for the DDLS Fellow recruitments.

IAB-visit, October 20-22 — Digital meeting.
The overall theme for the IAB meeting is ‘integration’ and how we can build
synergies in the best way. DDLS will be discussed on Friday Oct 22 and the
steering group are welcome to join in between 12:30 — 14:45.
Some challenges for IAB to consider:
e DDLS and Data. How do the IAB view the strategies for DDLS, as well
as how the data support and Data Centre actions should develop?

e Managing ScilifeLab Integration, Synergy and Growth. How should we
best focus our actions so that distinct programs (i.e. infrastructure,
research and data (DDLS)) and funding commitments produce the
biggest synergy?

DDLS Strategy document

The development of the DDLS strategy is progressing (see timeline, page 18).
The strategy draft was presented to the community, stakeholders and the
SciLifeLab board in mid-September and will now be presented to the IAB for
feedback. We will next take into account the comments from the community
and stakeholders, include IAB feedback and finalize the document for
approval by the ScilifeLab board in March 2022. The next version will also
include a more detailed operational plan.

Annual Report to KAW

A report to KAW describing the actions of the DDLS program in 2021 will be
prepared by the DDLS support team. The draft will be sent to the DDLS
Steering group mid-November and discussed at the meeting on December 1.

Next meeting: 3 Nov., I Dec., 20 Dec. 2021



https://nextcloud.dckube.scilifelab.se/s/F58Ywac42NNwbKs
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The SciLifeLab board will approve the report at their January 27 meeting.

Novo Nordisk Foundation data Science initiative

It would be interesting to explore the Danish program on data science better,
maybe invite a representative from NNF to a DDLs steering group meeting in
the future.

Proposal of Reimbursement for DDLS steering group special
assignments

Presentation of a reimbursement policy to enable DDLS SG members to take
additional assignments to help prepare the DDLS launch. The proposal is
suggested to be approved by the ScilifeLab board in the next meeting. basic
assignment as a member of the DDLS steering group is meant to be up to
20% effort and is not reimbursed. However, important that time-consuming
commitments (in e.qg. grant reviews, fellow evaluations, data planning etc) can
be reimbursed in a flexible on-demand system.

* The payment will need to be agreed between the SG member’s host
department and the Head of Operations at ScilLifeLab and be
compatible with the annual budget approved for DDLS. The payment is
suggested to be made on a DDLS director's decision.

o Fixed sum compensations will be reimbursed based on an invoice
submitted from the SG member’s host department.

Upcoming events and meetings
* IAB meeting 20-22 Oct 2021 (DDLS section on Oct 22)
« DDLS Annual conference, Nov 22. (Research area focus)
» National reference group meeting (15 Nov)
» Partner specific meetings (digital)

Other issues:

* NGI has received funding from the Chan Zuckerberg Initiative for
developing nf-core. DDLS should link up to this capability

» The latest KAW newsletter can be found here: [Link]

« ScilifeLab External relations office is keeping regular meetings and
dialogue with companies and other organizations that have shown
interest in DDLS. Alexandra Patriksson will be invited to an upcoming
DDLS steering group meeting to present more details.

Presentation of WASP-HS

The presentation can be found on Nextcloud:
https://nextcloud.dckube.scilifelab.se/s/tb75fFC7iQnb2nn

WASP-HS is a 10-year program (2019-2028) with a budget of over 660 MSEK
to fund:
1. A research program aiming at forming an interdisciplinary community
across the funded projects — Currently 28 funded projects and 4 affiliated
2. A national graduate school with the aim to raise the knowledge level in

Next meeting: 3 Nov., I Dec., 20 Dec. 2021

Presenter:
Francis Lee




https://ui.ungpd.com/Issues/e10ecd73-4171-47fa-a340-a196815f0bc3?AccountId=d8adaa22-9501-49e3-a9db-644e0340b064&ContactId=19c117f9-1306-4578-92ba-2fe64f3b80b4&IssueId=e10ecd73-4171-47fa-a340-a196815f0bc3&ir=ce9368a6-ee99-4036-8f77-38301fc2b635

https://nextcloud.dckube.scilifelab.se/s/tb75fFC7iQnb2nn
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Sweden - Over 70 PhD degrees by 2028 across Swedish universities — First
cohort started in September 2020 with 35 students

3. Recruitments of junior and visiting faculty across disciplines to
strengthen WASP-HS excellence - 11assistant professors to be recruited
during 2021, 6-10 guest professor ships; All packages include 2 PhD positions

4. International partnerships and activities - Visits, exchanges, postdoc
positions

5. Collaboration with industry and public agencies - PhD projects and
collaboration projects starting in 2021

Discussion:

The KAW funding for collaborations with WASP-HS is budgeted to be 1,8
MSEK for 2022. WASP-HS does not have dedicated funding to collaborate
with DDLS, but may be able to assign such funding as part of future WASP-
HS calls. Since it does not make sense to organize a formal call only for the
DDLS WASP-HS funding, this could either be combined with a WASP-HS call
or be used to support a specific pilot/pathfinder project of interest.
Discussions will continue on the best way to arrange this in the next steering
group meeting.

Preparations for IAB-meeting Presenter:
Johan Rung

The IAB report can be found here: RA-leads

https://nextcloud.dckube.scilifelab.se/s/G8CiNgAeGprkSsR
Appendix:
3.IAB report (see

Fredrik gave a short introduction to the four DDLS research areas and a link)

presentation of the Biodiversity and Evolution RA as an example. Discussions

emphasized that DDLS have formulated quite broad research areas in order

to narrow the fields once the DDLS Fellows have started. Max 5 slides from

each RA. Final slides shall be sent to ddIs@scilifelab.se by October 18 the

latest. Aim for 2-min presentations/RA and then a few minutes for discussion.

DDLS budget 2022 Presenter:

. . Jenny Alfredsson
Presentation of detailed DDLS budget 2022. To budget the costs for each
DDLS Fellow recruitment package the same assumptions have been made for Appendices:

every partner.

The assumption is the following:

Fellow 1 start: 1 June — 7 months

Postdoc 1 start: 1 September — 4 months
PhD student 1 start: 1 September — 4 months
Post doc 2 start: 1 December — 1 month

PhD student 2 start: 1 December — 1 month

The costs for recruitment can be carried over for the first 5-year phase and the
budget can be adjusted.

Next meeting: 3 Nov., I Dec., 20 Dec. 2021

4. DDLS budget
2022

4b. Table A/../
Phase 1 (2021-
2023)

4c. Table B/../
2022 Budget




https://nextcloud.dckube.scilifelab.se/s/G8CiNgAeGprkSsR

mailto:ddls@scilifelab.se



5(7)
SciLifeLab

DDLS Steering group

* Action:
DDLS steering group agree to send the budget proposal to ScilLifeLab Board
for final approval

DDLS Fellows recruitment Presenter:
DDLS

All universities/NRM are preparing the continued evaluation of candidates recruitment WG

involving international expert reviewers. Most partners are fine with the
process which involves including a DDLS representative in their local
recruitment committees. Some application material and documents are not
official until the interviews have been held, so they must be handled with care.
The idea is that the DDLS representatives will help to achieve a pre-approval
by the ScilLifeLab board for the recruitment of the top candidates at each
university. In one university, this system raised a concern that it might give an
unfair process in choosing candidates for the position. Therefore, this will be
presented as an unofficial advice from the DDLS representative to the partner
organization, which then can choose to ignore this or take it into account.

Some candidates have applied to several positions at different partners. A
summary of applicants will be compiled and shared with the DDLS steering
group and ScilifeLab board.

Most partners are sending applications to the reviewers now and expect the
reports back in December. Interviews will most likely start in January 2022.

Data nodes and continued WABI discussion Presenter:
Johan Rung

Joint discussion with Bjérn Nystedt, WABI and Bengt Persson, NBIS about
how to launch data platforms including data area nodes (DANSs) within the four Appendix:
RAs of the DDLS program. The number of FTEs for each research area, and 6. Data nodes
their location needs to be defined, as well as coordinated with matching data and WABI
analysis capabilities within the WABI program. DANs + WABI represent
roughly 5 FTE’s for each research area (i.e. 50 FTE years over 10 years) and
should be very attractive to the Universities. But maintaining a DAN and WABI
services also means a major national responsibility for the University chosen
to carry out this task. WABI is optimistic about the inclusion in the DDLS
program and stressed the importance to include NBIS and not to split already
existing competences between WABI and other NBIS personnel.

o We will first launch an unofficial call for expression of interest to
operate a DAN+WABI node, addressed to all major Swedish
universities and NRM.

o Universities should propose interest to act as a data area node in the
same RA as they have DDLS Fellow positions

o Proposal should explain how the responsible node (university) will
tailor the work to serve scientists from all Universities and what kind of
existing expertise and activities they have in this field.

Next meeting: 3 Nov., I Dec., 20 Dec. 2021
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e WABI and NBIS are looking into restructuring their services and
organization according to RA-specific topics.

Maybe several DANs could be established within each RA. This will be
discussed based on applications received in each RA.

Suggested process for “Call for a Joint Expression of Interest to host
DDLS Data Area Nodes and DDLS WABI staff”:
1. Johan, Bjérn and Bengt prepare the call proposal according to
discussions.
2. Call proposal sent to DDLS SG (latest October 27)
3. DDLS SG will then approve a call to be proposed to the ScilifeLab
board (in the DDLS SG meeting Nov 3")
4. ScilLifeLab board approves to launch the call (SciLifeLab board
meeting, Nov 11")

* Action:

The DDLS steering group agree to the proposed process for the “Call for a
Joint Expression of Interest to host DDLS Data Area Nodes and DDLS WABI
staff”

RA specific expert groups Presenter:

Presentation of statistics on the received nominations, proposed model for Heidi T Persson
coordination of RA specific expert groups and proposed candidates for RA ,
specific expert groups and discussion about nominees. It would be good to Appendices:

adjunct ScilifeLab capability leads to the RA specific expert groups. 7. RA specific

expert groups
7a. List of
Cell and molecular biology: agreement of all nominees: nominated
- Arne Elofsson, Stockholm University. candidates....
- Ola Engkvist, AstraZeneca 7b. CMB B
- Tuuli Lappalainen, KTH ?: ng;ga_tes..
- Margit Mahlapuu, University of Géteborg Candidates..
- Eduardo Villablance, Kl 7d. EB -
Candidates
. . . . . : 7e. PMD -
Epidemiology and Infection Biology: agreement of three nominees, no Candidates

woman yet. Oliver wants to continue discussions and extend the group to
secure diversity and gender balance.

- Joakim Dillner, Kl and Karolinska University Hospital
- Patrik Medstrand, Lund University
- Staffan Svérd, Uppsala University

Evolution and Biodiversity: four nominees, two males and two females
selected. Fredrik wants to include two more candidates to cover more
research areas. DDLS Steering group agrees to that.

- Christine Bacon, University of Gothenburg

Next meeting: 3 Nov., I Dec., 20 Dec. 2021
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- Tanja Slotte, Stockholm University
- Erik Svensson, Lund University
- Matthew Webster, Uppsala University

Precision Medicine and Diagnostics: Agreement of three nominees. Paivi
Ostling is an adjunct member connected to a ScilifelLab capability. Six people
in the group would be preferable. Janne will select more candidates to
suggest in the next meeting.

- Gunnar Cedersund, Linkdping University

- Francis Lee, Chalmers University of Technology
- Sven Nelander, Uppsala University

- Péivi Ostling, KI

Candidates for each RA specific expert group will be approved by a Directors
decision.

Other issues g;;als’?/;;‘gr:' '
No further issues. i Kallioniemi

The chairman thanked all participants for a nice meeting!

@é@ | Emma, Lundbery

Olli Kallioniemi, chair of the meeting Emma Lundberg, Attending minutes

Next meeting: 3 Nov., I Dec., 20 Dec. 2021






